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Regulation of constitutive p50/c-Rel activity via proteasome inhibitor- 
resistant IkappaBalpha degradation in B cells. 

Mol Cell Biol. 2004 Jun;24(ll):4895-908. 
PMID: 15143182 [PubMed - indexed for MEDLINE] 
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The iProClass integrated database for protein functional analysis. 

Comput Biol Chem. 2004 Feb;28(l):87-96. 
PMID: 15022647 [PubMed - indexed for MEDLINE] 

Cariou B, Bereziat V, Mortcoq K, Kasus-Jacobi A., Perdereau D, Le Related Articles Links 
Marcis V, Burnol AF. 

Regulation and functional roles of Grbl4. 

Front Biosci. 2004 May 1;9: 1626-36. Review. 
PMID: 14977573 [PubMed - indexed for MEDLINE] 

Howard MB A Ekbor&NA, Taylor LE 2nd x Weiner RM. Hutcheson Peb^d A f ticies Link* 
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Chitinase B of "Microbulbifer degradans" 2-40 contains two catalytic 
domains with different chitinolytic activities. 

J Bacteriol. 2004 Mar; 186(5): 1297-303. 
PMID: 14973034 [PubMed - indexed for MEDLINE] 
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BE. Arrninski L, Chen Y. Zhang J. Cardenas JL, Chuug S, Castro- 

PIRSF: family classification system at the Protein Information Resource. 

Nucleic Acids Res. 2004 Jan 1;32 Database issue:Dl 12-4. 
PMID: 14681371 [PubMed - indexed for MEDLINE] 

Moneoq K, Broutin L Lame V, Perdereau IX Cailliau K.. Browaeys- Related Articles Links 
Poly E. Burnol AF. Ducruix A. 

The PIR domain of Grbl4 is an intrinsically unstructured protein: 
implication in insulin signaling. 

FEBS Lett. 2003 Nov 20;554(3):240-6. 

PMID: 14623073 [PubMed - indexed for MEDLINE] 
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Computing motif correlations in proteins. 
J Comput Chem. 2003 Dec;24(16):2032-43. 
PMID: 1453 1057 [PubMed - indexed for MEDLINE] 
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G-W. Siegai G ' 

Solution structure of the 162 residue C-terminal domain of human 
elongation factor lBgamma. 

J Biol Chem. 2003 Oct 31;278(44):43443-51. Epub 2003 Aug 13. 



□ 6: 



□ 8; 



cb 



hg 



fcg 



e ch 



b e 



Entrez Pub Med 



Page 2 of 13 



PMID: 129201 18 [PubMed - indexed for MEDLINE] 

O 9: * un Kufrag awa Dennis G, Burrows PD, Cooper MP. Related Articles, Links 

* Kubagawa H. 

Genomic structure of mouse PIR-A6, an activating member of the paired 
immunoglobulin-like receptor gene family. 

Tissue Antigens. 2003 Mar;6 1(3): 220-30. 

PMID: 12694571 [PubMed - indexed for MEDLINE] 
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Origin and evolution of Japanese encephalitis virus in southeast Asia. 
J Virol. 2003 Mar;77(5):3091-8. 
PMID: 12584335 [PubMed - indexed for MEDLINE] 
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* Hu Z, Kouriesis Ledley RS, Suzek BE, Vinayaka CR* Zhang J, 
Barker WC. 

The Protein Information Resource. 

Nucleic Acids Res. 2003 Jan l;31(l):345-7. 
PMID: 12520019 [PubMed - indexed for MEDLINE] 
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Vasseur-Cognet M, Girard j\ Burnol AF. 

The adapter protein ZIP binds Grbl4 and regulates its inhibitory action on 
insulin signaling by recruiting protein kinase Czeta. 

Mol Cell Biol. 2002 Oct;22(20):6959-70. 
PMID: 12242277 [PubMed - indexed for MEDLINE] 
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A prostate-derived cDNA that is mapped to human chromosome 19 
encodes a novel protein. 

Biochem Biophys Res Commun. 2002 Aug 16;296(2):281-7. 
PMID: 12163014 [PubMed - indexed for MEDLINE] 
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Isoforms of cyclic nucleotide phosphodiesterase PDE3 A in cardiac 
myocytes. 

J Biol Chem. 2002 Oct 1 1;277(41):38072-8. Epub 2002 Aug 0L 
PMID: 12154085 [PubMed - indexed for MEDLINE] 
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Molecular interactions of SHP1 and SHP2 in IL-3 -signalling. 

Cell Signal. 2002 Mar;14(3):219-29. 
PMID: 1 1812650 [PubMed - indexed for MEDLINE] 
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* Takafuia T, Shapiro SS, Sonnenberg A. 

t Different splice variants of filamin-B affect myogenesis, subcellular 
distribution, and determine binding to integrin [beta] subunits, 
J Cell Biol. 2002 Jan 21;156(2):361-76. 
PMID: 1 1807098 [PubMed - indexed for MEDLINE] 
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* Lcdlcv RS, Lewis KC, Mcwes HW. Orcutt BC. Suzek BE, Tsugita ' * ' ' ' " ' " 
A. Vinavaka CR. Yeh LS. Zhang I Barker WC. 

The Protein Information Resource: an integrated public resource of 
functional annotation of proteins. 
Nucleic Acids Res. 2002 Jan l;30(l):35-7. 
PMID: 1 1752247 [PubMed - indexed for MEDLINE] 
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Inhibition of insulin receptor catalytic activity by the molecular adapter 
Grbl4. 

J Biol Chem. 2002 Feb 15;277(7):4845-52. Epub 2001 Nov 28. 
PMID: 1 1726652 [PubMed - indexed for MEDLINE] 
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fj 19* Andreu N, Esearceller M, Feather S, Dcvriendt Wolf AS, 
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PALML, a novel paralemmin-related gene mapping on human 
chromosome lp2L 

Gene. 2001 Oct 31;278(l-2):33-40. 
PMID: 1 1707320 [PubMed - indexed for MEDLINE] 

: 20: Qgiiariri.RJ/1, Bormiann S, Klinkert MQ, Kr ems ner PG, Kun JF. Related Articles, Links 

High prevalence of human antibodies to recombinant Duffy binding-like 
alpha domains of the Plasmodium falciparum-infected erythrocyte 
membrane protein 1 in semi-immune adults compared to that in 

nonimmune children. 

Infect Immun. 2001 Dec;69(12):7603-9. 
PMID: 1 1705939 [PubMed - indexed for MEDLINE] 
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Silverstem KA. Shoop E, Johnson JE, Retzel EF. Reisierf Articles, Links 

MetaFam: a unified classification of protein families. I. Overview and 
statistics. 

Bioinformatics. 2001 Mar;17(3):249-61. 

PMID: 1 1294790 [PubMed - indexed for MEDLINE] 
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A human protein containing multiple types of protease-inhibitory modules. 

Proc Natl Acad Sci USA. 2001 Mar 27;98(7):3705-9. Epub 2001 Mar 13. 
PMID: 1 1274388 [PubMed - indexed for MEDLINE] 

O 23: Kurosaki 7\ Maeda A, Ishiai M, Hashimoto A, lnabe K., Takata M. Related Articles, Links 

Regulation of the phospholipase C-gamma2 pathway in B cells. 
Immunol Rev. 2000 Aug; 176: 19-29. Review. 
PMID: 1 1043765 [PubMed - indexed for MEDLINE] 
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Related Articles, Links 



The amino-acid sequence of the abalone (Haliotis laevigata) nacre protein 
perlucin. Detection of a functional C-type lectin domain with 
galactose/mannose specificity. 

Eur J Biochem. 2000 Aug;267(16):5257-64. 

PMID: 10931211 [PubMed - indexed for MEDLINE] 
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PIR: a new resource for bioinformatics. 
Bioinformatics. 2000 Mar; 16(3): 290-1. 
PMID: 10869023 [PubMed - indexed for MEDLINE] 

□ 26: Kasus : Jacp^ Related Articles, Links 

Evidence for an interaction between the insulin receptor and Grb7. A role 
for two of its binding domains, PIR and SH2. 
Oncogene. 2000 Apr 13;19(16):2052-9. 
PMID: 10803466 [PubMed - indexed for MEDLINE] 
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Protein Information Resource: a community resource for expert annotation 
of protein data. 

Nucleic Acids Res. 2001 Jan l;29(l):29-32. 

PMID: 11125041 [PubMed - indexed for MEDLINE] 



□ 28: Huang H^^ao C^Wu CM, 

UN ProClass protein family database. 

Nucleic Acids Res. 2000 Jan l;28(l):273-6. 
PMID: 10592245 [PubMed - indexed for MEDLINE] 
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Krause A., Stove J, Vingron M. 

The SYSTERS protein sequence cluster set. 

Nucleic Acids Res. 2000 Jan l;28(l):270-2. 

PMID: 10592244 [PubMed - indexed for MEDLINE] 

Barker WC, Garavelli JS„ Huang II. McGarvcv PB, Orcutt BC Related Articles, Links 
Srinivas^ 

Mcwcs HW. Tsugita A, Wu C, 

The protein information resource (PIR). 

Nucleic Acids Res. 2000 Jan l;28(l):41-4. 

PMID: 10592177 [PubMed - indexed for MEDLINE] 



□ 31 
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Taylor LS.McVicarDW. 



Related Articles, Links 



Functional association of FcepsilonRIgamma with arginine(632) of paired 
immunoglobulin-like receptor (PIR)-A3 in murine macrophages. 
Blood. 1999 Sep 1;94(5): 1790-6. 
PMID: 10477705 [PubMed - indexed for MEDLINE] 



□ 32: 



Related Articles, Links 



Tirnrns JF, Swan son KD, Marie- Cardine A, Raab M, Rudd CE, 
Schravcn B, Nee] BG. 

SHPS-1 is a scaffold for assembling distinct adhesion-regulated multi- 
protein complexes in macrophages. 
CurrBiol. 1999 Aug 26;9(16):927-30. 
PMID: 10469599 [PubMed - indexed for MEDLINE] 

□ 33: Srimvasarao GY, Ych LS., Marzec CR. Orcutt BCL Barker WC. Related Articles, Links 
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•Related Articles, Links 



PIR-ALN: a database of protein sequence alignments. 

Bioinformatics. 1999 May;15(5):382-90. 
PMID: 10366659 [PubMed - indexed for MEDLINE] 

Maeda A. Scharenberg AM. Tsukada S. Bolen .IB. Kinet JP. 
KuLQsaki T„, 

Paired immunoglobulin-like receptor B (PIR-B) inhibits BCR-induced 
activation of Syk and Btk by SHP-1. 

Oncogene. 1999 Apr 8;18(14):2291-7. 

PMID: 10327049 [PubMed - indexed for MEDLINE] 
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WWW access to the SYSTERS protein sequence cluster set. 

Bioinformatics. 1999 Mar;15(3):262-3. 

PMID: 10222416 [PubMed - indexed for MEDLINE] 
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Related Articles, Links 



Separation of the First Adsorbed Layer from Others and Calculation of the 
BET Compatible Surface Area from Type II Isotherms. 
J Colloid Interface Sci. 1999 Apr 15;212(2):41 1-418. 
PMID: 10092371 [PubMed - as supplied by publisher] 
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^ Database of protein sequence alignments: PIR-ALN. 

i] Nucleic Acids Res. 1999 Jan l;27(l):284-5. 

PMID: 9847202 [PubMed - indexed for MEDLINE] 

O 38: Wu CI! Shivakurnar S. Huang II Related Articles, Links 



jjgj ProClass Protein Family Database. 
iJ Nucleic Acids Res. 1999 Jan l;27(l):272-4. 

PMID: 9847199 [PubMed - indexed for MEDLINE] 

; 39. Berg KL. Carlberg K. Rohrschneider LR. Siminovitch KA. Stanley Related Abides [\r\H 
' ER_ ' ' ' 

The major SHP-1 -bindings tyrosine-phosphorylated protein in macrophages 
is a member of the KIR/LIR family and an SHP-1 substrate. 

Oncogene. 1998 Nov 12;17(19):2535-41. 
PMID: 9824165 [PubMed - indexed for MEDLINE] 

40: Yamashita Y, One M, Takai T, Related Articles, Links 

Inhibitory and stimulatory functions of paired Ig-like receptor (PIR) family 
in RBL-2H3 cells. 

J Immunol. 1998 Oct 15;161(8):4042-7. 

PMID: 9780174 [PubMed - indexed for MEDLINE] 

! 4j. K.asus-Jacohi A, Perdei'eau D, Auzan C, C-lauser E, Van Obberghen Related Articles, Links 
j£LMa!4^isrJam^ 

Identification of the rat adapter Grbl4 as an inhibitor of insulin actions. 
J Biol Chem. 1998 Oct 2;273(40):26026-35. 
PMID: 9748281 [PubMed - indexed for MEDLINE] 

I 42: Maeda A, Kurosaki M, Kurosaki T. Related Articles, Links 

Paired immunoglobulin-like receptor (PIR)-A is involved in activating 
mast cells through its association with Fc receptor gamma chain. 

J Exp Med. 1998 Sep 7;188(5):991-5. 

PMID: 9730901 [PubMed - indexed for MEDLINE] 

143: Wu CH, Shivakumar S. Related Articles, Links 

Proclass protein family database: new version with motif alignments. 

Pac Symp Biocomput. 1998;:719-30. 
PMID: 9697225 [PubMed - indexed for MEDLINE] 



044: Gracy J, Argos P. Related Articles, Links 



Automated protein sequence database classification. II. Delineation Of 
domain boundaries from sequence similarities. 

Bioinformatics. 1 998;14(2): 174-87. 

PMID: 9545450 [PubMed - indexed for MEDLINE] 

P 45: Blery M. Knbagawa II Chen CC\ Velv F. Cooper MP. Vivier E. Related Articles, Links 
The paired Ig-like receptor PIR-B is an inhibitory receptor that recruits the 



protein-tyrosine phosphatase SHP-1. 
Proc Natl Acad Sci USA. 1998 Mar 3;95(5):2446-5L 
PMID: 9482905 [PubMed - indexed for MEDLINE] 

O 46: Zhulin IB. Taylor BL. Dixon R. Related Articles, Links 

PAS domain S-boxes in Archaea, Bacteria and sensors for oxygen and 
redox. 

Trends Biochem Sci. 1997 Sep;22(9):331-3. No abstract available. 
PMID: 9301332 [PubMed - indexed for MEDLINE] 
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j 47: B<^iveiiga.S : , Related Articles, Links 

A thyroid hormone binding motif is evolutionarily conserved in 
apolipoproteins. 
Thyroid. 1997 Aug;7(4):605-ll. 
PMID: 9292950 [PubMed - indexed for MEDLINE] 

O 48: Y°^eLLiiubs£^ Related Articles, Links 

Splicing and intron-internal RNA editing of trnK-matK transcripts in barley 
plastids: support for MatK as an essential splice factor. 
JMolBiol. 1997 Jul 1 1;270(2): 179-87. 
PMID: 9236120 [PubMed - indexed for MEDLINE] 

O 49* £ r -altini_A^ Related Articles, Links 

Vezzoni P 

Identification of a new member (ZNF183) of the Ring finger gene family in 
Xq24-25. 
Gene. 1997 Jun 19;192(2):291-8. 
PMID: 9224902 [PubMed - indexed for MEDLINE] 

O 50: vatl D° om LL Giesendorf BA. Bax FL van der Zeijst BA, Related Articles, Links 

' Vandamme P, Quint WG. 

Molecular discrimination between Campylobacter jejuni, Campylobacter 
coli, Campylobacter lari and Campylobacter upsaliensis by polymerase 
chain reaction based on a novel putative GTPase gene. 
Mol Cell Probes. 1997 Jun;l 1(3): 177-85. 
PMID: 9232616 [PubMed - indexed for MEDLINE] 

O 51: Mi?.UD.QLl a .Tanaka„L Related Articles, Links 

p?| Structure of the DNA-binding domain of the OmpR family of response 
IlM] regulators. 

Mol Microbiol. 1997 May;24(3):665-7. No abstract available. 
PMID: 9179858 [PubMed - indexed for MEDLINE] 

O 52: F e nMi F, Carignani G, Pavanello A, Guerre iro P, Azevedo D, delated Articles, Links 

Rodrigues-Pousada C, Melchioretio P, Panzeri L, Agostoni 
Carbone ML. 

Analysis of a 17.9 kb region from Saccharomyces cerevisiae chromosome 
VII reveals the presence of eight open reading frames, including BRF1 
(TFHIB70) and GCN5 genes. 
Yeast. 1997 Mar 30;13(4):373-7. 
PMID: 9133742 [PubMed - indexed for MEDLINE] 



O 53* Boyington JC, Gladyshev VN v Khangulov SV 9 Stadtman TC^ Sun Related A^icie* Lin** 
' PP. 

Crystal structure of formate dehydrogenase H: catalysis involving Mo, 
molybdopterin, selenocysteine, and anFe4S4 cluster. 

Science. 1997 Feb 28;275(5304): 1305-8. 
PMID: 9036855 [PubMed - indexed for MEDLINE] 

! 54: Cook WJ. Martin PD, Edwards BF. Yamazuki RK. Chau. V. Related Articles, Links 

Crystal structure of a class I ubiquitin conjugating enzyme (Ubc7) from 
Saccharomyces cerevisiae at 2.9 angstroms resolution. 

Biochemistry. 1997 Feb 18;36(7):1621-7. 

PMID: 9048545 [PubMed - indexed for MEDLINE] 
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Differences in endogenous peptides presented by HLA-B*2705 and 
B*2703 allelic variants. Implications for susceptibility to 
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spondylarthropathies. 

J Clin Invest. 1996 Dec 15;98(12):2764-70. 
PMID: 8981922 [PubMed - indexed for MEDLINE] 

[J 56: Pevroche A, Paris S, Jackson CL. 



Related Articles, Links 



Nucleotide exchange on ARF mediated by yeast Geal protein. 

Nature. 1996 Dec 5;384(6608):479-8L 

PMID: 8945477 [PubMed - indexed for MEDLINE] 



O 57: MLH^Kop.^^Zjmmermjm 

A nuclear RNA-binding cyclophilin in human T cells. 

FEBS Lett. 1996 Dec 2;398(2-3):201-5. 
PMID: 8977107 [PubMed - indexed for MEDLINE] 

O 58: Madania A„ Poch Q, Tarassov I, Winsor B, Martin R. 



Related Articles, Links 



Related Articles, Links 



Analysis of a 22,956 bp region on the right arm of Saccharomyces 
cerevisiae chromosome XV. 

Yeast 1996 Dec; 12(1 5): 1563-73. 

PMID: 8972579 [PubMed - indexed for MEDLINE] 
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The amino acid sequence of the spinach basic cupredoxin plantacyanin. 

Biochem Mol Biol Int. 1996 Nov;40(5):881-7. 
PMID: 8955876 [PubMed - indexed for MEDLINE] 
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Eichinger L, Bomblics L, Vandekerekhove J, Schleicher M, 
.QetLemans.J. 

A novel type of protein kinase phosphorylates actin in the actin-fragmin 
complex. 

EMBO J. 1996 Oct 15;15(20):5547-56. 

PMID: 8896448 [PubMed - indexed for MEDLINE] 
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Related Articles, Links 



Molecular cloning of a new member of the putative G protein-coupled 
receptor gene from barnacle Balanus amphitrite. 

Gene. 1996 Oct 10;175(l-2):95-100. 

PMID: 8917082 [PubMed - indexed for MEDLINE] 



□ 62: Pelletier R Sawaya MR, Wolflc W, Wilson SR Kraut J. 
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Crystal structures of human DNA polymerase beta complexed with DNA: 
implications for catalytic mechanism, processivity, and fidelity. 

Biochemistry. 1996 Oct 1;35(39): 12742-61. 
PMID: 8841 1 18 [PubMed - indexed for MEDLINE] 



□ 63: lyo AH, Forsberg CW. 



Related Articles, Links 



Endoglucanase G from Fibrobacter succinogenes S85 belongs to a class of 

enzymes characterized by a basic C-terminal domain. 

Can J Microbiol. 1996 Sep;42(9): 934-43. 

PMID: 8864216 [PubMed - indexed for MEDLINE] 



\ 64: Ruppel KM, Spudich JA. 



Related Articles, Links 



Structure-function studies of the myosin motor domain: importance of the 
50-kDa cleft. 

Mol Biol Cell. 1996 Jul;7(7): 1123-36. 

PMID: 8862525 [PubMed - indexed for MEDLINE] 
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Saccharomyces cerevisiae chromosome VII spanning the VAM7-SPM2 
intergenic region and containing three novel transcribed open reading 
frames. 

Yeast 1996 Jun 30;12(8):799-807. 
PMID: 8813766 [PubMed - indexed for MEDLINE] 

66: Becker W. Kentrup I L Heukelbach J. Joost HG. Related Articles, Links 

cDNA cloning and characterization of rat Clk3, a LAMMER kinase 
predominately expressed in testis. 
Biochim Biophys Acta. 1996 Jun 5;1312(l):63-7. 
PMID: 8679717 [PubMed - indexed for MEDLINE] 

[j 67 . Rudolph J, Nordmanti B, Storch KF„ Gruenbcrg H., Rode-wald Related Articles, Links 
* Qesjerhejt D, 

A family of halobacterial transducer proteins. 

FEMS Microbiol Lett. 1996 Jun 1 ;1 39(2-3): 161 -8. 
, PMID: 8674984 [PubMed - indexed for MEDLINE] 

fj68* MoensJ^_V^iletere Related Articles, Links 

Czeluzniak J, Goodman M, Blaxter M, Vinogradov S 

Globins in nonvertebrate species: dispersal by horizontal gene transfer and 
evolution of the structure-function relationships. 

Mol Biol EvoL 1996 Feb;13(2):324-33. 

PMID: 8587498 [PubMed - indexed for MEDLINE] 

□ 69- Albini A. Benelli R, Presta M. Rusnati M. Ziche M. Rubartelli A, Related Articles, Links 
Paglialunga G, Bussolino F, Noonan D. 

HIV-tat protein is a heparin-binding angiogenic growth factor. 

Oncogene. 1996 Jan 18;12(2):289-97. 
PMID: 8570206 [PubMed - indexed for MEDLINE] 

J 70: WuCRZhao S, Chen III... Related Articles, Links 

A protein class database organized with ProSite protein groups and PIR 
superfamilies. 

J Comput Biol. 1996 Winter;3(4):547-61. 
PMID: 9018603 [PubMed - indexed for MEDLINE] 



O 7 1 ; Pearson WR. Related Articles, Links 

Effective protein sequence comparison. 
Methods Enzymol. 1996;266:227-58. 
PMID: 8743688 [PubMed - indexed for MEDLINE] 

p 72: Zhang L, Jenkins KP. Stutz E. Hallick RB. Related Articles, Links 
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16 Figure(s) . 

FIG. 1 shows a schematic of the Grb7 family members. 

FIG. 2A, FIG. 2B, FIG, 2C, FIG. 2D, FIG. 2E and FIG. 2F show regulation of 
EGF-R mRNA expression by EGF in MDA-468 and BT-20 human breast cancer 
cells, including Northern, Western blot and actinomycin D chase assays. 

FIG. 3A, FIG. 3B, FIG. 3C, FIG. 3D, FIG. 3E, FIG. 3F, FIG. 3G and FIG. 3H 
show a schematic of EGF-R mRNA, the clones generated for transfection and 
RNA electrophoretic gel mobility shift assay (REMSA) , as well as data 
from transfections and cell free mRNA decay assay. 

FIG. 4A, FIG. 4B, FIG. 4c, FIG. 4D and FIG. 4e show results of multiple 
transfections into breast cancer cells, and assays of mRNA decay using 
the LightCycler. 

FIG. 5A and FIG. 5B show REMSA and UV cross-linking assays with a variety 
of cell extracts and riboprobes. 

FIG. 6A and FIG. 6B show specificty of binding for the EGF-R mRNA probe 

used as bait in the yeast three-hybrid screening. 
FIG. 7A, FIG. 7B, FIG. 7c and FIG. 7D show REMSA using sense and anti sense 

DNA oligomers, as well as RNA probe mutants to define the RNA binding 

site within the EGF-R bait. 
FIG. 8A, FIG. 8B and FIG. 8C show a schematic of the yeast threehybrid 

screening method, REMSA with Grb7 and other antibodies as well as a UV 

cross-linking Western assay using Grb7 antibodies (senGupta et al . , 

1996) . 

FIG. 9A shows a schematic illustrating the amino acid homology between the 
Grb7 family members and the KH-motif. FIG. 9B and FIG. 9C show the 
predicted secondary structure of the Grb7 mRNA binding motif. 

FIG. 10A and FIG. 10B show a schematic of Grb7 family member GSTfusion 
proteins, a REMSA using GST-Grb7 fusion protein with EGFR mRNA and REMSA 
with unlabeled RNA competitors. 

FIG. 11A, FIG. 11B, FIG. 11C, FIG. llD, FIG. 11E and FIG. 11F show a 
schematic of the GST-Grb7 mutants, REMSA using the Grb7 mutants with 
EGF-R 2/2A riboprobe and REMSA with different EGFR mRNA probes with each 
of the mutants demonstrating RNA specificity. 

FIG. 12A and FIG. 12B show the sequence of the erbB-2 riboprobe used, and 
a REMSA showing binding of Grb7 and GrblO to erbB-1 and erbB-2 mRNA. 

FIG. 13A and FIG. 13B show REMSA binding of Grb7 and two mutants to EGF-R 
and erbB-2 mRNAs , together with sequence comparisons and stem-loop plots 
of the RNA structures. 

FIG. 14A and FIG. 14B show binding by GST-GrblO and GST- ***Grbl4*** to 
erbB-2 mRNA. A competition REMSA with tRNA using Grb7-M3 mutant confirmed 
specificity to the erbB-2 mRNA probe. 



FIG. 15a and FIG. 15b show immunoprecipitation reverse transcriptase 
polymerase chain reaction (IP-RT-PCR) assay using Grb7 antibodies and 
EGF-R primers and a western blot of EGF-R levels in cells overexpressing 
Grb7. 

FIG. 16 shows an actinomycin D chase to determine the rate of EGF-R mRNA 
decay in stably transfected MDA-468 cells that overexpress Grb7. 
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3 Figure(s), 

FIG. 1 shows a schematic representation of ***Grbl4*** structure with 
a restriction map for the ***Grbl4*** cDNA and the cDNA clones used 
to derive the ***Grbl4*** sequence aligned underneath. The initial 
clone isolated by cort screening was designated clone 1. Two other clones 
(1-1 and 1-2) were isolated from the 184 cell line library by screening 
using clone 1 as a probe. The ***Grbl4*** CDNA sequence was completed 
using two clones L5 and L6, isolated from a human liver cDNA library. 
Abbreviations are as follows: A; Apa i; Av; Avr II, x; xho I; E; Eco RI. 
The numbers refer to distance in bp. 

FIG. 2 shows the nucleotide and amino acid sequence of ***Grbl4*** 
The ph domain is underlined and the SH2 domain indicated by bold type. 
The translation termination codon is shown by an asterisk in the amino 
acid sequence. Numbers refer to distances in bp. 

FIG. 3 shows the sequence homology between ***Grbl4*** , Grb7, GrblO 
and F10E9.6. As alignment of the amino acid sequences of ***c r bi4*** , 
mouse Grb7, mouse GrblO and c elegans F10E9.6 was obtained using the 
computer programs clustal w and SeqVu. Identical residues are boxed. A 
highly conserved proline-rich motif is indicated by the dotted underline, 
the PH domain by the broken underline and the SH2 domain by the bold 
underline, only the central region of F10E9.6 exhibiting homology with 
the Grb7 family is shown. Amino acid residues for each protein are 
numbered (from the initiation methionine) on the right. 
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GI 16 Figure(s) . 

FIG. 1 is a histogram showing the binding of Grb7 binding peptides (G7BP) 
to the SH2 domain of human Grb7 by ELISA. 

FIG. 2 is a histogram showing the binding of a control phage clone to the 

SH2 domain of GrB2 but not to the SH2 domain of Grb7. 
FIG. 3 is a histogram showing the effect of mutation on a G7BP-4 phage 

clone on its ability to bind to the SH2 domain of Grb7. 
FIG. 4 is a histogram showing the binding specificity of seven Grb7 

binding peptides to the SH2 domains of Grb7, Grb7 beta DSbeta D6, 
***Grbl4*** , full length Grb2, and BSA using a phage ELISA. 
FIG. 5A is a graph showing the inhibition of G7-18 peptide-phage binding 

to Grb7-SH2 with the free synthetic peptides G7-18, G718NATE and G7-8. 
FIG. 5B is a graph showing the inhibition of G7-8NA peptidephage binding 

to Grb7-SH2 with the free synthetic peptides G7-8, G7-8NA and G7-8NATE . 
FIG. 6A is a graph showing G7-18NATE inhibits the association of Grb7 with 

the ErbB family of receptors, as detected by antiphosphotyrosine. 
FIG. 6B is a densitometric analysis of autoradiographs using the Biorad 

Fluor-S Multimager with Quantity One 4.2.1 software, showing G7-18NATE 

inhibits the association of Grb7, not Grb2, with the ErbB family in a 

dose-dependent manner. 
fig. 7a is a graph showing that G7-18NATE inhibits the association of Grb7 

with ErbB3 specifically in a dose-dependent manner, as detected by 

anti-ErbB3 FIG. 7B is a densitometric analysis of autoradiographs using 

the Biorad Fluor-S Multimager with Quantity one 4.2.1 software showing 

that G7-18NATE inhibits the association of Grb7 with ErbB3 in a 

dose-dependent manner. 
FIG. 8A is a graph showing that G7-18NATE inhibits the association of Grb7 

with ErbB2 specifically in a dose-dependent manner, as detected by 

anti-ErbB2. 

FIG. 8B is a densitometric analysis of autoradiographs using the Biorad 
Fluor-S Multimager with Quantity one 4.2.1 software showing that 
G7- 18 NATE inhibits the association of Grb7 with ErbB2 in a dose-dependent 
manner. 

fig. 9A is one possible chemical structure for G7BP-4NATE (SEQ ID NO: 50). 
Other thioether linkages are illustrated in FIGS. 9B, 9c, 9D and 9E, and 
it is to be understood that any of these linkages can be used in the 
formation of G7BP-4NATE. 

FIG. 9B is the structure of a thioether containing peptide (GlTE) . This 
structure illustrates one possible thioether linkage between the N and C 
terminals of a peptide that can be used in the thioether containing 
peptides of the invention. 

FIG. 9c is another possible structure for the thioether containing peptide 
GI TE. This structure illustrates one possible thioether linkage between 
the N and c terminals of a peptide that can be used in the thioether 
containing peptides of the invention. 

FIG. 9d is another possible structure for the thioether containing peptide 
GlTE. This structure illustrates one possible thioether linkage between 
the N and C terminals of a peptide that can be used in the thioether 
containing peptides of the invention. 

FIG. 9E is another possible structure for the thioether containing peptide 
GI TE. This structure illustrates one possible thioether linkage between 
the N and C terminals of a peptide that can be used in the thioether 
containing peptides of the invention. 
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FIG. 1 shows a schematic representation of ***Grbl4*** structure with 
a restriction map for the ***Grbl4*** cDNA and the cDNA clones used 
to derive the ***Grbl4*** sequence aligned underneath. The initial 
clone isolated by CORT screening was designated clone 1. Two other clones 
(1-1 and 1-2) were isolated from the 184 cell line library by screening 
using clone 1 as a probe. The ***Grbl4*** cDNA sequence was completed 
using two clones L5 and L6, isolated from a human liver cDNA library. 
Abbreviations are as follows: A; Apa I; Av; Avr II, X; Xho I; e; Eco Rl. 
The numbers refer to distance in bp. 

FIG. 2 shows the nucleotide and amino acid sequence of ***Grbl4*** . 
The PH domain is underlined and the SH2 domain indicated by bold type. 
The translation termination codon is shown by an asterisk in the amino 
acid sequence. Numbers refer to distances in bp. 

FIG. 3 shows the sequence homology between ***Grbl4*** , Grb7, GrblO 
and F10E9.6. As alignment of the amino acid sequences of ***c r bi4*** , 
mouse Grb7, mouse GrblO and C elegans F10E9.6 was obtained using the 
computer programs clustal W and SeqVu. Identical residues are boxed. A 
highly conserved proline-rich motif is indicated by the dotted underline, 
the PH domain by the broken underline and the SH2 domain by the bold 
underline. Only the central region of F10E9.6 exhibiting homology with 
the Grb7 family is shown. Amino acid residues for each protein are 
numbered (from the initiation methionine) on the right. 
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FIG. 1 shows a schematic representation of ***<;rbl4*** structure with 
a restriction map for the ***Grbl4*** cDNA and the cDNA clones used 
to derive the ***crbl4*** sequence aligned underneath. The initial 
clone isolated by CORT screening was designated clone 1. Two other clones 
(1-1 and 1-2) were isolated from the 184 cell line library by screening 
using clone 1 as a probe. The ***Grbl4*** cDNA sequence was completed 
using two clones L5 and L6, isolated from a human liver cdna library. 
Abbreviations are as follows: A; Apa I; Av; Avr II, X; Xho I; E; Eco RI. 
The numbers refer to distance in bp. 

FIG. 2 shows the nucleotide and amino acid sequence of ***Grbl4*** 
The PH domain is underlined and the SH2 domain indicated by bold type. 
The translation termination codon is shown by an asterisk in the amino 
acid sequence. Numbers refer to distances in bp. 

FIG. 3 shows the sequence homology between ***Grbl4*** , Grb7, GrblO 
and F10E9.6. As alignment of the amino acid sequences of ***crbl4*** , 
mouse Grb7 r mouse GrblO and C. elegans F10E9.6 was obtained using the 
computer programs Clustal W and SeqVu. Identical residues are boxed. A 
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highly conserved proline-rich motif is indicated by the dotted underline, 
the PH domain by the broken underline and the SH2 domain by the bold 
underline, only the central region of F10E9.6 exhibiting homology with 
the Grb7 family is shown. Amino acid residues for each protein are 
numbered (from the initiation methionine) on the right. 
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FIG. 1 provides the nucleotide and amino acid (single letter code) 
sequence of 2.2412. Numbers refer to distances in base pairs. 
Ankyrin-type repeat sequences are underlined. An additional repeat 
sequence is indicated by italics. The stop codon is represented by all 
asterisk. The original cDNA clone 2. 2412 isolated by the two hybrid 
screen spans nucleotides 6942664 of this sequence. 

FIG. 2 provides a map of the 2 .2412-binding region on ***Grbl4*** . A. 
Structure of the deletion constructs used in the analysis. Gal4 DNA-BD 
fusion constructs encoding full length ***crbl4*** (FL) , the 
Nterminal (N) , central region (C) and N-terminal+central region (N+C) 
were generated in the vector pAS2.1. B. Results of betaqalactosidase 
activity assays following transformation of the above plasmids into yeast 
strain Y190 together with the original 2.2412 cDNA clone in pACT-2 . 
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New candidate effector for the Grb7 family of signaling proteins, and 
specific antibody, useful for detection and treatment of cancer 
Daly R J ; Sutherland R L 

RES . 

24p 



(GARV-N) 
WO 9915647 



GARVAN INST MEDICAL 
AI 19990401 



WO 1998-AU795 19980923 
AU 1997-9388 19970923 
Patent 
English 

1999-254707 [21] 
P-PSDB: AAY05734 
Human Grb7 effector 2.2412 cDNA. 

ANSWER 92 OF 156 DGENE COPYRIGHT 2004 THOMSON DERWENT on STN 
AAT44581 DNA DGENE 

A new signalling protein designated GDU related to erbB receptor targets 

- also DNA encoding it, probes, and monoclonal antibodies for detection 

and treatment of breast and prostate cancer 

Daly R 3 ; Sutherland R L 

(GARV-N) GARVAN INST MEDICAL RES. 

WO 9634951 Al 19961107 17p 

WO 1996-AU258 19960502 

AU 1995-2742 19950502 

Patent 

English 

1996-506156 [50] 
P-PSDB: AAW07871 

GDU (or ***crbl4*** ), a signalling protein. 
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LOCUS (loc): 
GenBank ACC. NO. (GBN) : 
GenBank VERSION (VER) : 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL): 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE) : 
DEFINITION (DEF): 

KEYWORDS (ST) : 
SOURCE: 
ORGANISM (ORGN): 



COMMENT: 

These sequences we 
them based on alig 

REFERENCE: 

AUTHOR (AU) : 



TITLE (TI) : 

JOURNAL (SO): 
OTHER SOURCE (OS) : 
REFERENCE: 



GENBANK. RTM. COPYRIGHT 2004 on STN 

AY419444 GenBank (R) 
AY419444 

AY419444.1 GI: 39775401 

629064-36-4 

1361 

DNA; linear 

Genome Survey sequence 
17 Dec 2003 

Mus musculus ***GRB14*** gene, VIRTUAL TRANSCRIPT, 

partial sequence, genomic survey sequence. 

GSS 

Mus musculus (house mouse) 
Mus musculus 

Eukaryota; Metazoa; chordata; Craniata; vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
sciurognathi ; Muridae; Murinae; Mus 

re made by sequencing genomic exons and ordering 
nment. 

1 (bases 1 to 1361) 

Clark,A.G.; Glanowski ,s. ; Nielson,R.; Thomas, P.; 
Kejariwal ,A. ; Todd, M. A.; Tanenbaum,D.M. ; Civello,D.R. ; 
Lu,F.; Murphy, B.; Ferriera,S.; Wang,G.; Zheng, X.H.; 
White,T.J.; sninsky, 3 . 3 . ; Adams, M.D.; CargilT,M. 
Inferring nonneutral evolution from human-chimp-mouse 
orthologous gene trios 
Science, 302 (5652), 1960-1963 (2003) 
CA 140:140421 

2 (bases 1 to 1361) 



AUTHOR (AU) : 



TITLE (TI): 
JOURNAL (SO) : 



FEATURES (FEAT) : 
Feature Key 



clark.A.G.; Gl anowski ,s . ; Nielson,R.; Thomas, P.; 
Kejariwal ,A. ; Todd, M. A.; Tanenbaum,D.M. ; civello.D.R.; 
Lu,F.; Murphy, B.; Ferriera,S.; wang,G.; Zheng,X.H.; 
White,T.J.; sninsky, 3 .3 . ; Adams ,M.D.; cargill,M. 
Direct submission 

Submitted (16-NOV-2003) Celera Genomics, 45 West Gude 
Drive, Rockville, MD 20850, USA 



Location 



Qualifier 



source 



gene 



1. .1361 



<1. ->1361 



/orqanism="Mus musculus" 
/moT-type="genomic dna" 
/db-xref="taxon: 10090" 
/gene="GRBl4 ,f 
/Tocus-tag="HCM6892" 



SEQUENCE (SEQ) : 

1 atgagtctga 
61 aggnnnnnnn 
121 nnnnnnnnnn 
181 nnnnnnnnnn 
241 gagctgccaa 
301 agaaagaatt 
361 nnnnnnnnnn 
421 tttttaagct 
481 aagaagtctt 
541 aaaggcacat 
601 gtttatatgt 
661 ttaaacctaa 
721 agagcaggac 
781 nnnnnnnnnn 
841 nnagaagcgt 
901 tcatagacaa 
961 aaaaaggctg 
1021 ctgtgaacat 
1081 aggctcagcg 
1141 gtcagagtaa 
1201 atcaaattat 
1261 cgaagttcac 
1321 cttgcaagct 



gtgcaagaag 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
ctgaagtgct 
atgccaaata 
nnnnnnnnnn 
ccagcacgta 
ggaaaaaagc 
ccaaggaacc 
cactggcagg 
caaagcagga 
gtgctgggtg 
nnnnnnnnnn 
atcagagaat 
ccccactgaa 
tttacgcctg 
ggctctccat 
gctgatcatt 
ccccagaact 
acccgtagaa 
agacctcatc 
gaagcattac 



agtcaccctg 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
gtctcactgg 
tgaatttttt 
nnnnnnnnnn 
tcctgaaatc 
ttactttttt 
acggcatttg 
aaaaaaaaaa 
gggccccggg 
accgccatcc 
nnnnnnnnnn 
tccctagtag 
gcgctttcgg 
gggaatcacg 
cggtcccaac 
cggcaggggc 
tttgtactgt 
gatgatggtg 
cagctggtgg 
tgtgctagga 



cctgcgataa 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
ggagtggaag 
aagaacccaa 
nnnnnnnnnn 
catggcttct 
ctcagaagat 
cagcttttca 
cacggagcgc 
acctgaaaat 
gactgctgaa 
nnnnnnnnnn 
caatggactt 
ttgctgttga 
gaagccccag 
catggtttca 
ctgtggatgg 
caatgagtca 
agctgttcca 
agttctacca 
tggctgttta 



caccaatagt 
nnnnnnnnnn 
nnnnnnnnnn 
aaagaaccgt 
aagacaataa 
tgnnnnnnnn 
nnnnnnnnnn 
tacatgcaaa 
ctggcttata 
gtgaattcag 
caactcccta 
gctctgtgca 
gnnnnnnnnn 
nnnnnnnnnn 
ctcaggtgag 
ggaaggcctc 
tgccccctcc 
ccacagaatt 
agttttcttg 
tggacaaaag 
tactctggat 
gctcaacagg 

g 



tctacagaag 
nnnnnnnnnn 
nnnnnnnnnn 
agaggaccac 
gctgtatctt 
nnnnnnnnnn 
nnnnnnngtg 
ggaacaggga 
tttttctact 
cactagtcac 
tggattctgc 
gaagaagagc 
nnnnnnnnnn 
nnnnnnnnnn 
aagagcagag 
gcgtggagga 
cagagctctg 
tccagagatg 
gtacgggata 
ataaaacact 
gatggccata 
ggggtccttc 
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LOCUS (LOC): 
GenBank ACC. NO. (GBN) 
GenBank VERSION (VER) 
CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE) : 
DEFINITION (DEF) : 



GENBANK. RTM. COPYRIGHT 2004 on STN 

AY419443 GenBank (R) 
AY419443 

AY419443.1 GI: 39775400 

629064-35-3 

1362 

DNA; linear 

Genome survey Sequence 
17 Dec 2003 



KEYWORDS (ST) : 
SOURCE: 
ORGANISM (ORGN) 



gene, VIRTUAL 
genomic survey sequence. 



Pan troglodytes ***grb14*** 
TRANSCRIPT, partial sequence, 
GSS 

Pan troglodytes (chimpanzee) 
Pan troglodytes 

Eukaryota; Metazoa; chordata; craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 
Hominidae; Pan 

COMMENT: 

These sequences were made by sequencing genomic exons and ordering 
them based on alignment. 



REFERENCE: 
AUTHOR 



(AU) 



TITLE (TI): 

JOURNAL (SO) : 
OTHER SOURCE (OS) 
REFERENCE: 

AUTHOR (AU): 



1 (bases 1 to 1362) 

clark,A.G.; Gl anowski ,s . ; Nielson,R.; Thomas, P.; 
Kejariwal ,A. ; Todd, M. A. ; Tanenbaum,D.M. ; Civello,D.R. ; 
Lu,F.; Murphy,B.; Ferriera,s.; Wang,G.; Zheng,X.H.; 
white, T. J.; sninsky , 3 .3 . ; Adams, M.D.; Cargill,M. 
inferring nonneutral evolution from human-chimp-mouse 
orthologous gene trios 
science, 302 (5652), 1960-1963 (2003) 
CA 140:140421 

2 (bases 1 to 1362) 

clark,A.G.; Glanowski ,s . ; Nielson.R.; Thomas, P.; 
Kejariwal , A. ; Todd, M. A. ; Tanenbaum,D.M. ; civello,D.R. ; 
Lu,F.; Murphy t B.; Ferriera,S.; Wang r G.; Zheng, x.H. ; 



TITLE (TI): 
JOURNAL (SO) : 



White,T.J.; Sninsky , 3 .3 . ; Adams ,M.D.; Cargill,M. 
Direct Submission 

Submitted (16-NOV-2003) Celera Genomics, 45 West Gude 
Drive, Rockville, MD 20850, USA 



FEATURES (FEAT): 
Feature Key 



source 



gene 



Location 
1. .1362 



Qualifier 



<1. ->1362 



/orqanism="Pan troglodytes" 

/mol-type="genomic DNA" 

/db-xref=="taxon:9598" 

/gene="GRBl4" 

/T ocus-tag="HCM6892 " 



SEQUENCE (SEQ): 

1 atgagtttga 
61 aggnnnnnnn 
121 nnnnnnnnnn 
181 nnnnnnnnnn 
241 gaactggtga 
301 nnnnnnnnnn 
361 nnnnnnnnnn 
421 tttctgagtt 
481 aagaagtctt 
541 aaaggaacat 
601 atttatgtgt 
661 nnnnnnccta 
721 cagagtagga 
781 nnnnnnnnnn 
841 nnnagaagta 
901 gttatagaaa 
961 nnnnnnnnnn 
1021 gccacaaaca 
1081 gaggctcagc 
1141 agtcagagta 
1201 tttcaaatta 
1261 acaagattta 
1321 ccttgcaagt 



gtgcaagaag 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
ttgaagtgct 
nnnnnnnnnn 
nnnnnnnnnn 
caagcacata 
ggaaaaaaat 
caaagnnnnn 
nnctggcagg 
acaaagcggg 
cgtgctgggt 
nnnnnnnnnn 
tatcagagaa 
atccnnntga 
nnttacgnnt 
tggctatcca 
gattgattat 
accccaaaac 
taccagtaga 
cagatctaat 
tgaaacatta 



agtcactctg 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
atccaactgg 
nnnnnnnnnn 
nnnnnnnnnn 
tcctgaaatt 
ttactttttt 
nnnnnnnnnn 
caaaaaaaaa 
agggccccga 
gaccgcgatt 
nnnnnnnnnn 
ttccctggta 
agccctttca 
gggcactcac 
ccggtcccag 
tcagcaagga 
tttcgtactg 
agatgacggt 
acagctggtg 
ttgtgctagg 



cctgcaataa 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
gggatagaag 
nnnnnnnnnn 
nnnnnnnnnn 
catggtttct 
ctaagaagat 
nnntttttca 
catggagcac 
gacctgaaaa 
agattgctta 
nnnnnnnnnn 
gcaatggant 
gttgcnnntg 
ggtagcccca 
ccatggtttc 
cttgtggatg 
tcaatgagtc 
gaaatgttcc 
gagttctatc 
attgctctct 



cgccaataat 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnaat 
aagaaaacaa 
nnnnnnnnnn 
nnnnnnnnnn 
tacatgcgaa 
ctggtttata 
gtgaatttgg 
cgactannnn 
tgctctgtgc 
agnnnnnnnn 
nnnnnnnnnn 
tctcaggcca 
aagaaggact 
ctgcctcttc 
accacaaaat 
gnnttttctt 
atggacaaaa 
acacactgga 
aactcaataa 

ag 



tctacagaaa 
nnnnnnnnnn 
nnnnnnnnnn 
agaagaccac 
actannnnnn 
nnnnnnnnnn 
nnnnnnnatg 
agaacaggga 
tttttctact 
caatagtgat 
nnnnnnnnnn 
agaagaagag 
nnnnnnnnnn 
nnnnnnnnnn 
gaaaagcaga 
cgcttggagg 
acagagctct 
ttctagagat 
ggtacgggat 
aataaagcac 
tgatggccac 
gggcgttctt 
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locus (loc) : 

GenBank acc. no. (gbn) : 

GenBank version (VER) : 

CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL) : 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE) : 
DEFINITION (DEF) : 



GENBANK. RTM. COPYRIGHT 2004 on STN 

AY419442 GenBank (R) 
AY419442 

AY419442.1 Gl: 39775399 

629064-34-2 

1362 

dna; linear 

Genome survey sequence 
17 Dec 2003 



Homo sapiens 



*GRB14** 



gene, VIRTUAL TRANSCRIPT, 



KEYWORDS (ST) : 
SOURCE: 
ORGANISM (ORGN) : 



partial sequence, genomic survey sequence. 

GSS 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 
Hominidae; Homo 

COMMENT: 

These sequences were made by sequencing genomic exons and ordering 
them based on alignment. 

1 (bases 1 to 1362) 

Clark,A.G.; Glanowski ,s. ; Nielson,R.; Thomas, P.; 
Kejariwal ,A. ; Todd, M. A.; Tanenbaum,D.M. ; Civello,D.R. ; 
Lu,F.; Murphy, B.; Ferriera,s.; Wang,G.; Zheng, X.H.; 
White, T. J.; Sninsky, 3 .3 . ; Adams, M.D.; cargill,M. 
Inferring nonneutral evolution from human-chimp-mouse 
orthologous gene trios 
Science, 302 (5652), 1960-1963 (2003) 
CA 140:140421 

2 (bases 1 to 1362) 

Clark,A.G.; Glanowski ,S. ; Nielson,R.; Thomas, P.; 
Kejariwal , A. ; Todd, M. A.; Tanenbaum,D.M. ; Civello,D.R. ; 
Lu,F.; Murphy, B. ; Ferriera,S.; Wang,G.; Zheng, X.H.; 
White, T. J.; sninsky, 3 .3 . ; Adams, M.D.; cargilT,M. 
TITLE (TI) : Direct submission 

JOURNAL (SO): submitted (16-NOV-2003) Celera Genomics, 45 West Gude 



REFERENCE: 

AUTHOR (AU); 



TITLE (TI): 

JOURNAL (SO) : 
OTHER SOURCE (OS) : 
REFERENCE: 

AUTHOR (AU): 



Drive, Rockville, MD 20850, USA 



FEATURES (FEAT) 
Feature Key 



Location 



Qualifier 



source 



gene 



1. .1362 



<1. .>1362 



/organism= ,, Homo sapiens" 
/mo l-type="genomic DNA" 
/db-xref="taxon:9606 n 
/qene^'GRBW 
/Tocus-tag="HCM6892" 



SEQUENCE (SEQ): 

1 atgagtttga gtgcaagaag agtcactctg cctgcaataa cgccaataat tctacagaaa 
61 aggnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
121 nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
181 nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn aaagaacaat agaagaccac 
241 gaactggtga ttgaagtgct atccaactgg gggatagaag aagaaaacaa actatacttt 
301 agaaaaaatt atgccaaata tgagttcttt aaaaacccaa tgnnnnnnnn nnnnnnnnnn 
361 nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnatg 
421 tttctgagtt caagcacata tcctgaaatt catggtttct tacatgcgaa agaacaggga 
481 aagaagtctt ggaaaaaaat ttactttttt ctaagaagat ctggtttata tttttctact 
541 aaaggaacat caaagnaacc gcggcatttg cagtttttca gcgaatttgg caatagtgat 
601 atttatgtgt cactggcagg caaaaaaaaa catggagcac cgactaacta tggattctgc 
661 tttaagccta acaaagcggg agggccccga gacctgaaaa tgctctgtgc agaagaagag 
721 cagagtagga cgtgctgggt gaccgcgatt agattgctta agnnnnnnnn nnnnnnnnnn 
781 nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
841 nnnagaagta tatcagagaa ttccctggta gcaatggact tctcaggcca gaaaagcaga 
901 gttatagaaa atcccactga agccctttca gttgcggttg aagaaggact cgcttggagg 
961 aaaaaaggat gtttacgcct gggcactcac ggtagcccca ctgcctcttc acagagctct 
1021 gccacaaaca tggctatcca ccggtcccag ccatggtttc accacaaaat ttctagagat 
1081 gaggctcagc gattgattat tcagcaagga cttgtggatg gagttttctt ggtacgggat 
1141 agtcagagta accccaaaac tttcgtactg tcaatgagtc atggacaaaa aataaagcac 
1201 tttcaaatta taccagtaga agatgacggt gaaatgttcc acacactgga tgatggccac 
1261 acaagattta cagatctaat acagctggtg gagttctatc aactcaataa gggcgttctt 
1321 ccttgcaagt tgaaacatta ttgtgctagg attgctctct ag 
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LOCUS (LOC) : 
GenBank ACC. NO 
GenBank VERSION 
CAS REGISTRY NO 
SEQUENCE LENGTH 
MOLECULE TYPE 
DIVISION CODE 
DATE (DATE) : 
DEFINITION (DEF) 



(GBN) : 
(VER) : 

(RN): 
(SQL) : 



GENBANK . RTM. COPYRIGHT 2004 on STN 



GenBank (R) 



(CI) 
(ci) 



KEYWORDS (ST) : 
SOURCE: 
ORGANISM (ORGN) : 



BC053559 
BC053559 

BC053559.1 GI:31657223 
535081-55-1 
1872 

mRNA; linear 
Primates 
30 Jun 2004 

Homo sapiens growth factor receptor-bound protein 14, 
mRNA (cdna clone MGC: 61485 IMAGE : 6162863) , complete 
cds . 
MGC 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; catarrhini; 
Hominidae; Homo 

COMMENT: 

Contact: MGC help desk 

Email : cgapbs-r@mail .nih.gov 

Tissue Procurement: atcc/dctd/dtp 

cdna Library Preparation: Life Technologies, Inc. 

cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 

DNA Sequencing by: National Institutes of Health Intramural 

Sequencing Center (Nisc) , 

Gai thersburg , Maryl and ; 

Web site: http://www.nisc.nih.gov/ 

Contact: nisc_mgc@nhgri .nih.gov 

Akhter,N., Ayele,K., Beckstrom-sternberg.S .M. , Benjamin, B., 
Blakesl ey,R.W. , Bouffard ,G.G. , Breen,K., Brinkley,C, Brooks,S., 
Dietrich, N.L. , Granite, s., Guan,x., Gupta, J., Haghighi,P., 
Hansen ,N., Ho,S.-L., Karlins,E., Kwong.P., Laric,P., Legaspi,R., 
Maduro,Q.L., MasiellOjC, Maskeri.B., Mastrian,S.D. ,McCloskey , D ,c. , 
McDowell, J., Pearson, R., stantripop,s. , Thomas, P. J., Touchman, J .W. , 
Tsurgeon,C, Vogt,J.L., walker,M.A., wetherby ,K.D. , Wiggins, L., 
Young, A., Zhang,L.-H. and Green,E.D. 

clone distribution: MGC clone distribution information can be found 
through the I.M.A.G.E. Consortium/LLNL at: http://image.llnl.gov 



series: IRAK Pi 
This clone was 
passed the foil 
REFERENCE: 

AUTHOR (AU): 



ate: 115 Row: m Column: 17 

selected for full length sequencing because it 
owing selection criteria: matched mRNA gi : 4758477. 
1 (bases 1 to 1872) 

strausberg, R. L. ; Feingold,E.A. ; Grouse, L.H.; 
Derge,J.G.; Klausner.R.D. ; collins,F.S.; Wagner ,L.; 
shenmen,C.M. ; Schuler ,G.D. ; Al tschul , s . F. ; Zeeberg,B.; 
Buetow,K.H.; Schaefer,C.F. ; Bhat,N.K.; Hopkins , R. F. ; 
Jordan, H.; Moore, T. ; Max,s.l.; Wang.J.; Hsieh.F.; 
Diatchenko, L. ; Marusina,K.; Farmer, A. A,; Rubin,G.M.; 
Hong,L.; stapleton,M. ; soares,M.B.; Bonaldo,M. F. ; 
Casavant ,T. L. ; scheetz,T.E. ; Brownstein ,M. J . ; 
usdin,T.B.; Toshiyuki ,S. ; Carninci,P.; Prange,c.; 
Raha,S.S.; Loquellano,N.A. ; Peters, G. J.; Abramson,R.D. 
Mullahy,S. J . ; Bosak,S.A.; McEwan,P.J.; McKernan , K . J . ; 
Malek,J.A.; Gunaratne,P.H. ; Richards, S.; Worley,K.c; 
Hale.S.; Garcia,A.M.; Gay,L.J.; Hulyk,s.w.; 
Villalon ,D.K. ; Muzny,D.M. ; Sodergren , E. 3 . ; Lu,x.; 
Gibbs,R.A.; Fahey,J.; Helton,E.; Ketteman,M.; Madan,A. 
Rodrigues ,s. ; Sanchez, A.; Whiting, M.; Madan,A.; 
Young, A. c. ; shevchenko.Y. ; Bouffard ,G.G. ; 
Blakesley ,R.W. ; Touchman, 3 .w, ; Green, E.D.; 
Dickson, M.c. ; Rodriguez,A.C. ; Grimwood,J _ ; Schmutz , 3 . 



TITLE (TI): 
JOURNAL (SO) : 
OTHER SOURCE (OS) : 

reference: 
author (au) : 

TITLE (TI) : 
JOURNAL (SO): 



Myers, R.M.; Butterfield,Y.S. ; Krzywinski ,M.I. ; 
skalska,u.; Smailus,D.E. ; Schnercn,A.; Schein,J.E.; 
Jones, S.J . ; Marra,M.A. 

Generation and initial analysis of more than 15,000 

full-length human and mouse cDNA sequences 

Proc. Natl. Acad. Sci . U.S.A., 99 (26), 16899-16903 

(2002) 

CA 138:131969 
2 (bases 1 to 1872) 
strausberg, R. 
Direct Submission 
submitted (09-JUN-2003) National 
Mammalian Gene Collection (MGC) , 
Office, National Cancer Institute, 31 Center Drive, 
Room 11A03, Bethesda, MD 20892-2590, USA 



Institutes of Health, 
Cancer Genomics 



FEATURES (FEAT): 
Feature Key 



source 



Location 
1. .1872 



Qualifier 



gene 
CDS 



1- -1872 
12. .1634 



/organism="Homo sapiens" 

/mol-type= n mRNA n 

/db-xref= u taxon:9606" 

/cl one="MGC : 61485 IMAGE : 6162863" 

/tissue-type= M skin , melanotic 

melanoma." 

/cl one-1 i b= M NIH-MGC-72" 

/lab-host= n DHl0B n 

/note="Vector: pCMV-SPORT6" 

/gene="GRBl4 n 

/db-xref^'LocusID^SSS" 

/db-xref="MlM:601524" 

/gene="GRBl4" 

/codon-start=l 

/product="growth factor 

receptor-bound protein 14" 

/protein-id="AAH53559.1" 

/db-xref="GI : 31657224" 

/db-xref="LocusID:2888" 

/db-xref="MIM: 601524" 

/transl ation="MTTSLQDGQSAASRAAARDS 

P L AAQVCGAAQG R GDAH D L A PA PW 

LHARALLPLPDGTRGCAADRRKKKDLDVPEMPSI 

PN PFPELCCS PFTSVLSADLFPKA 

NSRKKQVIKVYSEDETSRALDVPSDITARDVCQL 

LILKNHYIDDHSWTLFEHLPHIGV 

ERTIEDHELVIEVLSNWGIEEENKLYFRKNYAKY 

EFFKNPMYFFPEHMVS FATETNGE 

ISPTQILQMFLSSSTYPEIHGFLHAKEQGKKSWK 

KIYFFLRRSGLYFSTKGTSKEPRH 

LQFFSEFGNSDIYVSLAGKKKHGAPTNYGFCFKP 

N KAGGP RD LKM LCAE E EQS RTCWV 

TAI RLLKYGMQLYQNYMH PYQGRS GCS SQS IS PM 

RSISENSLVAMDFSGQKSRVIENP 



TEALS VAVE EG LAWRKKGCLRLGTHGSPTASSQS 

SATNMAIHRSQPWFHHKISRDEAQ 

RLIIQQGLVDGVFLVRDSQSNPKTFVLSMSHGQK 

IKHFQIIPVEDDGEMFHTLDDGHT 

RFTDLIQLVEFYQLNKGVLPCKLKHYCARIAL" 

SEQUENCE (SEQ): 

1 ggccggcgac aatgaccact tccctgcaag atgggcagag cgccgcgagc agggcggctg 
61 cccgggattc gccgctggcc gcccaggtgt gtggcgctgc ccaggggagg ggcgacgccc 
121 acgacctggc gccggccccc tggctgcacg cgcgagcgct cctgcccctt ccggacggga 
181 cccgcggctg tgctgcagac aggagaaaaa agaaagatct tgatgttccg gaaatgccat 
241 ctattccaaa cccttttcct gagctatgct gttctccatt tacatctgtt ttgtcagcag 
301 acctatttcc caaagcaaat tcaaggaaaa aacaggtgat taaagtatac agtgaagatg 
361 aaaccagcag ggctttagat gtacccagtg acataacggc tcgagatgtt tgtcagctgt 
421 tgatcctgaa gaatcattac attgatgacc acagctggac cctttttgag cacctgcctc 
481 acataggtgt agaaagaaca atagaagacc acgaactggt gattgaagtg ctatccaact 
541 gggggataga agaagaaaac aaactatact ttagaaaaaa ttatgccaaa tatgagttct 
601 ttaaaaaccc aatgtatttt tttccagagc atatggtatc ttttgcaact gaaaccaatg 
661 gtgaaatatc ccccacacag attttgcaga tgtttctgag ttcaagcaca tatcctgaaa 
721 ttcatggttt cttacatgcg aaagaacagg gaaagaagtc ttggaaaaaa atttactttt 
781 ttctaagaag atctggttta tatttttcta ctaaaggaac atcaaaggaa ccgcggcatt 
841 tgcagttttt cagcgaattt ggcaatagtg atatttatgt gtcactggca ggcaaaaaaa 
901 aacatggagc accgactaac tatggattct gctttaagcc taacaaagcg ggagggcccc 
961 gagacctgaa aatgctctgt gcagaagaag agcagagtag gacgtgctgg gtgaccgcga 
1021 ttagattgct taagtatggc atgcagctgt accagaatta tatgcatcca tatcaaggta 
1081 gaagtggctg cagttcacag agcatatcac ctatgagaag tatatcagag aattccctgg 
1141 tagcaatgga cttctcaggc cagaaaagca gagttataga aaatcccact gaagcccttt 
1201 cagttgcggt tgaagaagga ctcgcttgga ggaaaaaagg atgtttacgc ctgggcactc 
1261 acggtagccc cactgcctct tcacagagct ctgccacaaa catggctatc caccggtccc 
1321 agccatggtt tcaccacaaa atttctagag atgaggctca gcgattgatt attcagcaag 
1381 gacttgtgga tggagttttc ttggtacggg atagtcagag taaccccaaa actttcgtac 
1441 tgtcaatgag tcatggacaa aaaataaagc actttcaaat tataccagta gaagatgacg 
1501 gtgaaatgtt ccacacactg gatgatggcc acacaagatt tacagatcta atacagctgg 
1561 tggagttcta tcaactcaat aagggcgttc ttccttgcaa gttgaaacat tattgtgcta 
1621 ggattgctct ctagacaagc cagaagtgac ttattaaact attgaaggaa aaggactcaa 
1681 gaaaaataat aaaagaccat aaataagggc gaaaacatta ccatgtgaaa agaatgtatt 
1741 tcacctgcaa gttacaaaaa aatagtttgt gcattgcaaa taagcaaaga cttggattga 
1801 ctttacattc atcatttaaa attcattagt taaaattaaa ccttaggaaa aaaatgaaaa 
1861 aaaaaaaaaa aa 
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LOCUS (LOC): AK074599 GenBank (R) 

GenBank ACC. NO. (GBN) : AK074599 

GenBank VERSION (VER) : AK074599.1 GI: 22760142 

CAS REGISTRY NO. (RN) : 453084-12-3 

SEQUENCE LENGTH (SQL): 1513 

molecule TYPE (ci) : mRNA; linear 

division CODE (CI): Primates 

DATE (DATE): 3 Sep 2002 

DEFINITION (DEF): Homo sapiens cDNA FLJ90118 fis, clone HEMBA1006916, 

highly similar to Homo sapiens ***Grbl4*** mRNA. 
SOURCE: Homo sapiens embryo, 10 weeks whole embryo, mainly head 

cDNA to mRNA , el one_l i b : HEMBAl clone:HEMBAl006916. 
organism (ORGN) : Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 

Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 

Hominidae; Homo 
NUCLEIC acid count (NA): 432 a 399 c 346 g 336 t 
COMMENT: 

NEDO human cDNA sequencing project supported by Ministry of 
Economy, Trade and Industry of Japan; cDNA full insert sequencing: 
Research Association for Biotechnology; cDNA library construction: 
Institute of Medical Science, University of Tokyo, Laboratory of 
Genome Structure, Human Genome center; cDNA 5'- & 3' -end one pass 
sequencing and clone selection: Helix Research institute (supported 
by Japan Key Technology Center etc.). 
REFERENCE: 1 

AUTHOR (AU): lsogai,T.; ota,T. ; Nishikawa,T. ; Hayashi,K.; Otsuki,T.; 



Sugiyama.T.; Suzuki, Y. 
Kawai-Hio,Y. ; Saito,K. 
Nakamura,Y.; Kojima,s. 
okano,K.; Yoshikawa,Y. 
Hattori,A.; Okumura,K. 
TITLE (TI) : NEDO human cdna sequencing project 

journal (so): unpublished 



Nagai,K.; Sugano,S.; lshii,s.; 
Yamamoto , J . ; Wakamat s u , A . ; 
Nagahari,K.; Masuho,Y.; ono,T. 
Aotsuka,S. ; Sasaki ,N. ; 
iwayanagi , T . ; Ni nomi ya , K . 



reference: 

AUTHOR (AU) : 
TITLE (TI): 
JOURNAL (SO): 



FEATURES (FEAT): 
Feature Key 



2 (bases 1 to 1513) 
isogai ,T. ; otsuki ,T. 
Direct submission 

Submitted (25-MAR-2002) Takao Isogai, Helix Research 
Institute, Genomics Laboratory; 1532-3 Yana, Kisarazu, 
chiba 292-0812, Japan (E-mail :genomics@hri .co.jp, 
Tel :81-438-52-3975, Fax:81-438-52-3986) 



Location 



Qua! ifier 



source 



1..1513 



/organism-"Homo sapiens" 
/db-xref="taxon : 9606" 
/clone="HEMBAl006916" 
/tissue-type="whole embryo, mainly 
head" 

/ cl one-1 i b="HEMBAl" 
/dev-stage="embryo, 10 weeks" 
/note="cloning vector: pMEl8SFL3" 



SEQUENCE (SEQ) : 

1 tggctgcagt 
61 aatggacttc 
121 tgcggttgaa 
181 tagccccact 
241 atggtttcac 
301 cggccgcgcg 
361 gagcgctcgg 
421 gcgccgagtc 
481 agatgggcag 
541 gtgtggcgct 
601 cgcgcgagcg 
661 aaagaaagat 
721 ctgttctcca 
781 aaaacaggtg 
841 tgacataacg 
901 ccacagctgg 
961 ccacgaactg 
1021 ctttagaaaa 
1081 gcatatggta 
1141 gatgtttctg 
1201 aagatttaca 
1261 ttgcaagttg 
1321 taaactattg 
1381 acattatcat 
1441 tacaaataag 
1501 attaaacctt 



tcacagagca 
tcaggccaga 
gaaggactcg 
gcctcttcac 
cacaaaattt 
tctcagccgc 
gctgcctagg 
tcccatgacg 
agcgccgcga 
gcccagggga 
ctcctgcccc 
cttgatgttc 
attacatctg 
attaaagtat 
gctcgagatg 
accctttttg 
gtgattgaag 
aattatgcca 
tcttttgcaa 
agttcaagca 
gatctaatac 
aaacattatt 
aaggaaaagg 
gtgaaaagaa 
caaagacttg 
agg 



tatcacctat 
aaagcagagt 
cttggaggaa 
agagctctgc 
cctccgcccc 
cggggccccg 
cggcacctcg 
cccgagcccc 
gcagggcggc 
ggggcgacgc 
ttccggacgg 
cggaaatgcc 
tgttgtcagc 
acagtgaaga 
tttgtcagct 
agcacctgcc 
tgctatccaa 
aatatgagtt 
ctgaaaccaa 
catatcctga 
agctggtgga 
gtgctaggat 
actcaagaaa 
tgtatttcac 
gattgacttt 



gagaagtata 
tatagaaaat 
aaaaggatgt 
cacaaacatg 
ctcccctccc 
agcgcaggcg 
cctcccgccg 
ccggccggcg 
tgcccgggat 
ccacgacctg 
gacccgcggc 
atctattcca 
agacctattt 
tgaaaccagc 
gttgatcctg 
tcacataggt 
ctgggggata 
ctttaaaaac 
tggtgaaata 
aatgttccac 
gttctatcaa 
tgctctctag 
aataataaaa 
ctgcaagtta 
acattcatca 



tcagagaatt 
cccactgaag 
ttacgcctgg 
gctatccacc 
ccgccgcctc 
gcgaggccac 
cgcaaacccc 
acaatgacca 
tagccgctgg 
gcgccggccc 
tgtgctgcag 
aacccttttc 
cccaaagcaa 
agggctttag 
aagaatcatt 
gtagaaagaa 
gaagaagaaa 
ccaatgtatt 
tcccccacac 
acactggatg 
ctcaataagg 
acaagccaga 
gaccataaat 
caaaaaaata 
tttaaaattc 



ccctggtagc 
ccctttcagt 
gcactcacgg 
ggtcccagcc 
gcagatagct 
cacacctgca 
ttctccccac 
cttccctgca 
ccgcccaggt 
cctggctgca 
acaggagaaa 
ctgagctatg 
attcaaggaa 
atgtacccag 
acattgatga 
caatagaaga 
acaaactata 
tttttccaga 
agattttgca 
atggccacac 
gcgttcttcc 
agtgacttat 
aagggcgaaa 
gtttgtgcat 
attagttaaa 
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LOCUS (LOC) : 
GenBank ACC. no. (gbn) 
GenBank VERSION (VER) : 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL): 
MOLECULE TYPE (Cl) : 
DIVISION CODE (CI): 
DATE (DATE) : 
DEFINITION (DEF): 

SOURCE: 
ORGANISM (ORGN) : 



BC021820 GenBank (R) 
BC021820 

BC021820.1 GI: 18256069 
387318-13-0 
870 

mRNA; linear 
Rodents 
16 Apr 2003 

Mus musculus growth factor receptor bound protein 14, 
mRNA (cDNA clone IMAGE: 3967891) , partial cds. 
Mus musculus (house mouse) 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (NA) : 277 a 183 c 209 g 201 t 
COMMENT : 

Contact: MGC help desk 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Gilbert Smith, Ph.D. 

cDNA Library Preparation: Life Technologies, inc. 

cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 

DNA Sequencing by: Baylor College of Medicine Human Genome 

Sequencing Center 

Center code: BCM-HGSC 

Web site: http://www.hgsc.bcm.tmc.edu/cdna/ 



Hulyk, s.W., Loulseged, H. 
, Muzny, D.M., Nanavati , 



Contact : amg@bcm . tmc . edu 
Gunaratne, P.H., Garcia, A.M., Lu, X., 
Kowis, C.R., sneed, A. J., Martin, R. G. 
A.N., Gibbs, R . A . 
Clone distribution: MGC clone distribution information can be found 
through the I.M.A.G.E. Consortium/LLNL at: http://image.llnl.gov 
Series: IRAK Plate: 40 Row: g column: 24. 



REFERENCE: 
AUTHOR 



(AU); 



TITLE (TI) : 

JOURNAL (SO): 

OTHER SOURCE 
REFERENCE: 

AUTHOR (AU): 
TITLE (TI) : 
JOURNAL (SO) : 



FEATURES (FEAT) : 

Feature Key 



(OS); 



1 (bases 1 to 870) 

strausberg,R.L. ; Feingold,E.A. ; Grouse, L.H. ; 
Derge,J.G.; Klausner , R.D. ; Collins,F.s. ; Wagner, L.; 
shenmen,C.M. ; schuler ,G.D. ; Altschul ,S.F. ; 2eeberg,B.; 
Buetow,K.H.; schaefer,c.F. ; Bhat,N.K.; Hopkins, R. F. ; 
Jordan, H.; Moore, T. ; Max,s.l.; Wang, J.; Hsieh,F.; 
Diatchenko, L. ; Marusina,K.; Farmer, A. A.; Rubin, G.M.; 
Hong,L.; stapleton,M. ; Soares,M.B.; Bonaldo,M.F. ; 
Casavant ,T. L. ; Scheetz,T.E. ; Brownstei n ,M . J . ; 
Usdin,T.B.; Toshiyuki ,S . ; Carninci.P.; Prange.c; 
Raha.S.S.; Loquellano,N.A. ; Peters.G.J.; Abramson,R.D. 
Mul 1 ahy , S . J . ; Bosak,S.A. ; McEwan , P . J . ; McKernan , K. J . ; 
Malek,J.A.; Gunaratne, P. H. ; Richards, s.; worley.K.O; 
Hale,s.; Garcia, A.M.; Gay,L.J.; Hulyk, s.w.; 
villalon, d.k. ; Muzny, D.M.; sodergren , E . J . ; Lu,x.; 
Gibbs,R.A.; Fahey,J.; He! ton, E.; Ketteman,M.; Madan,A. 
Rodrigues ,s . ; Sanchez, A.; Whiting, M.; Madan,A.; 
Young, A. C. ; Shevchenko, Y. ; Bouffard ,G.G. ; 
Blakesley ,R.W. ; Touchman, J .W. ; Green, E.D.; 
Dickson, M.C. ; Rodriguez , A. C. ; Grimwood, J . ; Schmutz , J . ; 
Myers ,R.M. ; Butte rfi el d,Y.S. ; Krzywinski ,M.I. ; 
Ska! ska, U. ; Smailus,D.E. ; Schnercn,A. ; Schein, J .E. ; 
Jones , S . J . ; Marra.M.A. 

Generation and initial analysis of more than 15,000 

full-length human and mouse cDNA sequences 

Proc. Natl. Acad, sci . U.S.A., 99 (26), 16899-16903 

(2002) 

CA 138:84318 

2 (bases 1 to 870) 
Strausberg.R. 
Direct Submission 

Submitted (18-JAN-2002) National Institutes of Health, 
Mammalian Gene Collection (MGC), Cancer Genomics 
office, National Cancer Institute, 31 Center Drive, 
Room 11A03, Bethesda, MD 20892-2590, USA 



source 



Location 
1. .870 



Qualifier 



gene 
CDS 



<1. .870 
<1. .625 



/organism="Mus musculus 1 ' 
/mol-type= M mRNA M 
/strain= M FVB/N n 
/db-xref = n taxon : 10090" 
/clone="lMAGE: 3967891" 
/tissue-type="Mammary tumor. 
Metal lothionien-TGF alpha model. 
10 month old virgin mouse. Taken 
by biopsy." 

/clone-lib= M NCl-CGAP-Maml" 

/lab-host^'DHlOB" 

/note="Vector : pCMV-SP0RT6" 

/gene="Grbl4 n 

/db-xref="LocusID: 50915" 

/db-xref="MGI: 1355324" 

/gene= M Grbl4" 

/codon-start=2 

/product="Grbl4 protein" 

/protei n-i d="AAH21820 . 1" 

/db-xref="Gl: 18256070" 

/db-xref="LocusID: 50915" 

/db-xref="MGl: 1355324" 

/translation= ,, VTAlRLLKDGMQLYQNYMHP 

YQGRSACNSQSMSPMRSVSENSLV 

AMDFSGEKSRVIDNPTEALSVAVEEGLAWRKKGC 

LRLGNHGSPSAPSQSSAVNMALHR 

SQPWFHHRISRDEAQRLIIRQGPVDGVFLVRDSQ 

SNPRTFVLSMSHGQKIKHYQIIPV 

EDDGELFHTLDDGHTKFTDLIQLVEFYQLNRGVL 

PCKLKHYCARMAV" 



SEQUENCE (SEQ): 

1 ggtgaccgcc atccgactgc tgaaggatgg catgcagctg tatcagaatt atatgcatcc 

61 ataccaaggt agaagcgcct gcaattctca gagcatgtca cccatgagaa gcgtatcaga 

121 gaattcccta gtagcaatgg acttctcagg tgagaagagc agagtcatag acaaccccac 

181 tgaagcgctt tcggttgctg ttgaggaagg cctcgcgtgg aggaaaaaag gctgtttacg 

241 cctggggaat cacggaagcc ccagtgcccc ctcccagagc tctgctgtga acatggctct 

301 ccatcggtcc caaccatggt ttcaccacag aatttccaga gatgaggctc agcggctgat 

361 cattcggcag gggcctgtgg atggagtttt cttggtacgg gatagtcaga gtaaccccag 

421 aacttttgta ctgtcaatga gtcatggaca aaagataaaa cactatcaaa ttatacccgt 

481 agaagatgat ggtgagctgt tccatactct ggatgatggc catacgaagt tcacagacct 

541 catccagctg gtggagttct accagctcaa caggggggtc cttccttgca agctgaagca 

601 ttactgtgct aggatggctg tttagccaaa ctgtgtgtca ctcgttacac tacagaagaa 

661 gaaggatgca aaggagaatg attagagaga gagagagaga tcacaaggct gaaaacaaat 

721 catggtgaaa agaagatttc acctgcgggt tacaaaaaaa aataggtcac acattgcaaa 

781 ttagtgaaaa cttggattcc tattacactc atgactttaa atttattagt taaaattaaa 
841 ccttattaaa aaaataaaaa aaaaaaaaaa 
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LOCUS (LOC) : AF329696 GenBank (R) 

GenBank ACC. NO. (GBN) : AF329696 

GenBank VERSION (VER) : AF329696.1 GI: 13161041 

CAS REGISTRY NO. (RIM) : 325452-27-5 

SEQUENCE LENGTH (SQL): 3815 

MOLECULE TYPE (CI) : mRNA; linear 

division CODE (CI): Primates 

DATE (DATE): 14 May 2001 

DEFINITION (DEF) : Homo sapiens tankyrase 2 mRNA, complete cds. 

SOURCE: human. 
ORGANISM (ORGN): Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 
Hominidae; Homo 
NUCLEIC ACID COUNT (NA) : 1120 a 788 c 924 g 983 t 
REFERENCE: 1 (bases 1 to 3815) 

author (AU): Lyons, R. J.; Deane,R.; Lynch, D.K.; Ye,Z.s.; 

Sanderson ,G.M. ; Eyre, H.J . ; sutherland,G.R. ; Daly , R . 3 . 
TITLE (TI) : Identification of a novel human tankyrase through its 

interaction with the adaptor protein ***Grbl4*** 
JOURNAL (SO): J. Biol. Chem., 276 (20), 17172-17180 (2001) 

OTHER SOURCE (OS) : CA 135:118599 
REFERENCE: 2 (bases 1 to 3815) 

AUTHOR (AU): Lyons.R.J.; Deane,R.; Lynch,D.K.; Ye,2.-S.J.; 

Sanderson.G.M. ; Eyre,H.J.; Sutherland,G.R. ; Daly.R.J. 
TITLE (TI) : Direct Submission 

JOURNAL (SO): Submitted (17-DEC-2000) Cancer Research, Garvan 

Institute of Medical Research, 384 Victoria St., 
Sydney, NSW 2010, Australia 

FEATURES (FEAT): 

Feature Key Location Qualifier 



source 1..3815 /organism="Homo sapiens" 

/db-xref="taxon:9606" 
/chromosome="10" 
/map="10q23.2" 

CDS 140 . . 3640 /codon-start=l 

/product="tankyrase 2" 
/protein-id="AAKl3463 . 1" 
/db-xref="Gl: 13161042" 

/translation="MSGRRCAGGGAACASAAAEA 

VEPAARELFEACRNGDVERVKRLV 

TPEKVNSRDTAGRKSTPLHFAAGFGRKDWEYLL 

QNGANVQARDDGGLIPLHNACSFG 

HAEWNLLLRHGADPNARDNWNYTPLHEAAIKGK 

IDVCIVLLQHGAEPTIRNTDGRTA 

LDLADPSAKAVLTGEYKKDELLESARSGNEEKMM 

ALLTPLNVNCHASDGRKSTPLHLA 

AGYNRVKIVQLLLQHGADVHAKDKGDLVPLHNAC 

SYGHYEVTEL LVKHGACVN AMD LW 

QFTPLHEAASKNRVEVCSLLLSYGADPTLLNCHN 

KSAIDLAPTPQLKERLAYEFKGHS 

LLQAAREADVTRIKKHLSLEMVNFKHPQTHETAL 

HCAAASPYPKRKQICELLLRKGAN 

INEKTKEFLTPLHVASEKAHNDWEVWKHEAKV 



SEQUENCE (SEQ): 

1 ggatccggtg acagcaggga gccaagcggc 
61 cctcgccctc ctgctcgcgg ggccggggct 
121 tgtggcggcg gccaggatca tgtcgggtcg 
181 gagcgccgcg gccgaggccg tggagccggc 
241 cggggacgtg gaacgagtca agaggctggt 
301 ggcgggcagg aaatccaccc cgctgcactt 
361 tgaatatttg cttcagaatg gtgcaaatgt 
421 tcttcataat gcatgctctt ttggtcatgc 
481 tgcagacccc aatgctcgag ataattggaa 
541 aggaaagatt gatgtttgca ttgtgctgtt 
601 tacagatgga aggacagcat tggatttagc 
661 tgaatataag aaagatgaac tcttagaaag 
721 ggctctactc acaccattaa atgtcaactg 
781 attacatttg gcagcaggat ataacagagt 
841 agctgatgtc catgctaaag ataaaggtga 
901 tggtcattat gaagtaactg aacttttggt 
961 cttgtggcaa ttcactcctc ttcatgaggc 
1021 tcttctctta agttatggtg cagacccaac 
1081 agacttggct cccacaccac agttaaaaga 
1141 gttgctgcaa gctgcacgag aagctgatgt 
1201 aatggtgaat ttcaagcatc ctcaaacaca 
1261 tccatatccc aaaagaaagc aaatatgtga 
1321 tgaaaagact aaagaattct tgactcctct 
1381 tgttgttgaa gtagtggtga aacatgaagc 
1441 gacttctcta cacagagctg catattgtgg 
1501 ctatgggtgt gatcctaaca ttatatccct 
1561 tgaaaatgta cagcaactcc tccaagaggg 
1621 acaattgctg gaagctgcaa aggctggaga 
1681 tcagagtgtc aactgcagag acattgaagg 
1741 tgggtataac agagtgtccg tggtggaata 
1801 taaagataaa ggaggccttg tacctttgca 
1861 tgcagaactt cttgttaaac atggagcagt 
1921 acctttacat gaagcagcag caaaaggaaa 
1981 tggtgcagac cctacaaaaa aaaacaggga 
2041 tggagataca gatattcaag atctgcttag 
2101 gaagggttgt ttagccagag tgaagaagtt 
2161 tacccaaggc agacattcaa cacctttaca 
2221 tgcagagtat ttgttacaac acggagctga 
2281 tcctttacat aatgcagcat cttacgggca 
2341 taatgcatgt gtcaatgcca cggacaaatg 
2401 aaagggacga acacagcttt gtgctttgtt 
2461 aaatcaggaa ggacaaacac ctttagattt 
2521 gacagcagcc atgcccccat ctgctctgcc 
2581 tgtgagaagc ccaggagcca ctgcagatgc 
2641 cctttctgca gccagcagtc ttgacaactt 
2701 agttagttca agtggaacag agggtgcttc 
2761 agattttagc ataactcaat tcgtaaggaa 
2821 tgagagagaa cagatcactt tggatgtatt 



NALDN LGQTS LH RAAYCGH LQTCR 

L LLS YGCDPN IIS LQGFTALQMGN ENVQQL LQEG 

IS LGNSEADRQLLEAAKAGDVETV 

KKLCTVQSVNCRDIEGRQSTPLHFAAGYNRVSW 

EYLLQHGADVHAKDKGGLVPLHNA 

CSYGHYEVAELLVKHGAWNVADLWKFTPLHEAA 

AKGKYEICKLLLQHGADPTKKNRD 

GNTPLDLVKDGDTDIQDLLRGDAALLDAAKKGCL 

ARVKKLSSPDNVNCRDTQGRHSTP 

LH L AAG YN N L EVAEY L LQHGADVN AQDKGG L I P L 

H N AAS YGH VDVAA L L I K YN ACVN A 

TDKWA FT P LH E AAQKG RTQ LCA L L LAH GAD PT L K 

NQEGQTPLDLVSADDVSALLTAAM 

PPSALPSCYKPQVLNGVRSPGATADALSSGPSSP 

S S LSAASS LDN LSGS FS E LSS WS 

SSGTEGASSLEKKEVPGVDFSITQFVRNLGLEHL 

MDIFEREQITLDVLVEMGHKELKE 

IGINAYGHRHKLIKGVERLISGQQGLNPYLTLNT 

SGSGTILIDLSPDDKEFQSVEEEM 

QSTVREHRDGGHAGGI FN RYN I LKIQKVCN KK LW 

ERYTHRRKEVSEENHNHANERMLF 

HGSPFVNAIIHKGFDERHAYIGGMFGAGIYFAEN 

SSKSNQYVYGIGGGTGCPVHKDRS 

CYICHRQLLFCRVTLGKSFLQFSAMKMAHSPPGH 

HSVTGRPSVNGLALAEYVIYRGEQ 

AYPEYLITYQIMRPEGMVDG" 



ccgggccctg agcgcgtctt ctccgggggg 
cctgctccgg ttgctggcgc tgttgctggc 
ccgctgcgcc ggcgggggag cggcctgcgc 
cgcccgagag ctgttcgagg cgtgccgcaa 
gacgcctgag aaggtgaaca gccgcgacac 
cgccgcaggt tttgggcgga aagacgtagt 
ccaagcacgt gatgatgggg gccttattcc 
tgaagtagtc aatctccttt tgcgacatgg 
ttatactcct ctccatgaag ctgcaattaa 
acagcatgga gctgagccaa ccatccgaaa 
agatccatct gccaaagcag tgcttactgg 
tgccaggagt ggcaatgaag aaaaaatgat 
ccacgcaagt gatggcagaa agtcaactcc 
aaagattgta cagctgttac tgcaacatgg 
tctggtacca ttacacaatg cctgttctta 
caagcatggt gcctgtgtaa atgcaatgga 
agcttctaag aacagggttg aagtatgttc 
actgctcaat tgtcacaata aaagtgctat 
aagattagca tatgaattta aaggccactc 
tactcgaatc aaaaaacatc tctctctgga 
tgaaacagca ttgcattgtg ctgctgcatc 
actgttgcta agaaaaggag caaacatcaa 
gcacgtggca tctgagaaag ctcataatga 
aaaggttaat gctctggata atcttggtca 
tcatctacaa acctgccgcc tactcctgag 
tcagggcttt actgctttac agatgggaaa 
tatctcatta ggtaattcag aggcagacag 
tgtcgaaact gtaaaaaaac tgtgtactgt 
gcgtcagtct acaccacttc attttgcagc 
tctgctacag catggagctg atgtgcatgc 
caatgcatgt tcttatggac attatgaagt 
agttaatgta gctgatttat ggaaatttac 
atatgaaatt tgcaaacttc tgctccagca 
tggaaatact cctttggatc ttgttaaaga 
gggagatgca gctttgctag atgctgccaa 
gtcttctcct gataatgtaa attgccgcga 
tttagcagct ggttataata atttagaagt 
tgtgaatgcc caagacaaag gaggacttat 
tgtagatgta gcagctctac taataaagta 
ggctttcaca cctttgcacg aagcagccca 
gctagcccat ggagctgacc cgactcttaa 
agtttcagca gatgatgtca gcgctcttct 
ctcttgttac aagcctcaag tgctcaatgg 
tctctcttca ggtccatcta gcccatcaag 
atctgggagt ttttcagaac tgtcttcagt 
cagtttggag aaaaaggagg ttccaggagt 
tcttggactt gagcacctaa tggatatatt 
agttgagatg gggcacaagg agctgaagga 



2881 
2941 
3001 
3061 
3121 
3181 
3241 
3301 
3361 
3421 
3481 
3541 
3601 
3661 
3721 
3781 



gattggaatc 
ctccggacaa 
tcttatagat 
tacagttcga 
tctcaagatt 
agaagtttct 
ttttgtgaat 
gtttggagct 
aattggagga 
gcagctgctc 
aatggcacat 
agcattagct 
ttaccagatt 
attccactga 
aaaaaaaatc 
acattctgac 



aatgcttatg 
caaggtctta 
ctgtctcctg 
gagcacagag 
cagaaggttt 
gaagaaaacc 
gcaattatcc 
ggcatttatt 
ggtactgggt 
ttttgccggg 
tctcctccag 
gaatatgtta 
atgaggcctg 
acctaaaatc 
atcttgccca 
ttgataaagc 



gacataggca 
acccatattt 
atgataaaga 
atggaggtca 
gtaacaagaa 
acaaccatgc 
acaaaggctt 
ttgctgaaaa 
gtccagttca 
taaccttggg 
gtcatcactc 
tttacagagg 
aaggtatggt 
atcaaagcag 
caggcctgtg 
tttaataatg 



caaactaatt 
aactttgaac 
gtttcagtct 
tgcaggtgga 
actatgggaa 
caatgaacga 
tgatgaaagg 
ctcttccaaa 
caaagacaga 
aaagtctttc 
agtcactggt 
agaacaggct 
cgatggataa 
cagtggcctc 
gcaaaaggat 
tacag 



aaaggagtcg 
acctctggta 
gtggaggaag 
atcttcaaca 
agatacactc 
atgctatttc 
catgcgtaca 
agcaatcaat 
tcttgttaca 
ctgcagttca 
aggcccagtg 
tatcctgagt 
atagttattt 
tacgttttac 
aaaaatgtga 



agagacttat 
gtggaacaat 
agatgcaaag 
gatacaatat 
accggagaaa 
atgggtctcc 
taggtggtat 
atgtatatgg 
tttgccacag 
gtgcaatgaa 
taaatggcct 
atttaattac 
taagaaacta 
tcctttgctg 
acgaagttta 
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LOCUS (loc): 
GenBank acc. NO 
GenBank version 

CAS REGISTRY NO 
SEQUENCE LENGTH 
MOLECULE TYPE (Cl) : 
DIVISION CODE (CI) : 
DATE (DATE): 
DEFINITION (DEF): 



SOURCE: 
ORGANISM (ORGN): 



(GBN) : 
(VER) : 
(RN): 
(SQL) : 



GENBANK. RTM. COPYRIGHT 2004 on STN 

BB560608 GenBank (R) 
BB560608 

BB560608.1 Gl: 9646974 

284994-84-9 

323 

mRNA; linear 
Expressed sequence tag 
1 Aug 2000 

BB560608 RIKEN full-length enriched, 10 days neonate 
olfactory brain Mus musculus cDNA clone E530113B02 3 1 
similar to AF076619 Rattus norvegicus molecular adapter 
rGrbl4 ( ***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
sciurognathi ; Muridae; Murinae; Mus 
92 a 89 c 53 g 89 t 



NUCLEIC ACID COUNT (NA) 
COMMENT : 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences center(GSC), Yokohama institute 

The institute of Physical and Chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome-res@gsc.riken.go.jp, 

URL : http : //genome . gsc . ri ken . go . j p/ 

Carninci,P., Nishiyama, Y. , Westover.A., Itoh,M., Nagaoka,s., Sasaki 
,N. , okazaki, Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

ltoh,M., Kitsunai,T., Akiyama,D., shibata,K., Izawa,M. , Kawai,J., 
Tomaru,Y., carninci.P., shibata.Y., Ozawa,Y., Muramatsu,M. , okazaki 
,Y. and Hayashizaki f Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 



further details, 
REFERENCE: 

AUTHOR (AU); 



1 (bases 1 to 323) 

Konno,H.; Aizawa,K.; Akahira,S.; Akiyama,D.; 
Arakawa,T.; carninci,P. ; Endo,T.; Fukuda,s.; 
Fukunishi ,Y. ; Hara,A.; Hayatsu,N.; Hirozane,T.; 
Hori,F.; lshii,Y.; lshikawa,J.; lshikawa,T.; ltoh,M.; 
lzawa,M.; Kadota,K.; Kagawa,I.; Kai,o; Kawai,J.; 
Kikuchi,N.; Kiyosawa,H.; Kojima,Y.; Kondo,s.; Koya,s.; 
Kurihara,c; Kusakabe,M. f Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M. ; oda,H.; Okazaki, Y. , Ono.T.y; 
owa,c; Saito,H.; Sakai,C; Sato.K.; shibata,K.; 
Shibata.Y.,; shigemoto, Y. ; shinagawa,A. ; Shiraki,T.; 
Sogabe,Y.; Sugahara,Y. , Suzuki, H.,; Suzuki, H.; 
Tagawa,A. ; Takahashi , F. ; Tominaqa,N.; Toya,T.a; 
Tsunoda,Y. ; Watahiki,A.; WatanaBe ,S . ; Yamamura,T. ; 



TITLE (TI): 
JOURNAL (SO) : 

FEATURES (FEAT) : 
Feature Key 



Yamanaka,l. , Yano, R.H; Yasunishi ,A. ; 
Yoshida,K.; Yoshiki,A.; Yoshino,M..; 
Hayashizaki , Y. 

RIKEN Mouse ESTs (Konno.H., et al.) 
Unpublished (2000) 



Yokota.T. ; 
Muramatsu ,M. ; 



source 



Location 
.323 



Qualifier 



/organism="Mus musculus" 
/db-xref="taxon : 10090' 1 
/clone="E530113B02" 
/clone-lib="RIKEN full-length 
enriched, 10 days neonate 
olfactory brain" 
/tissue-type="ol factory brain" 
/dev-stage="10 days neonate" 
/lab-host="DHl0B" 
/note="site-l: sail; site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5* 
GAGAGAGAGAGCGGCCGCAACTCGAGTTTTTTTT 
TTTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper, second strand cDNA 
was prepared with the primer 
adapter of sequence [5' 
GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3 ' ] . cDNA was cl eaved 
with BamHI and Xhol. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC I." 



SEQUENCE (SEQ) : 

1 gctgttctcc actttttccc ccggtcgatt ttaccccctc tactgggggt 

61 ctacctgcta ccctcacttt cccccgatgg ctgttcaccc ccactttctt 

121 cactacagaa gaagaagcat ccaaaggagt atgataacag agagagagag 

181 gctgaaaacc catcatggtg gaaaggagat ttcacctccg ggttaccaaa 

241 cacacattgc aaattagtga aaacttggat tcctattaca ctcatgactt 
301 agttaaaatt aaaccctttt aac 



tccttccccc 
tcactcgtta 
agatcaccag 
acaaataggt 
taaatttatt 
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LOCUS (loc) : 
Gen Bank ACC. NO 
GenBank VERSION 

CAS REGISTRY NO 
SEQUENCE LENGTH 
MOLECULE TYPE 
DIVISION CODE 
DATE (DATE): 
DEFINITION (DEF) 



(GBN) 
(VER) 

(RN) 
(SQL) 



GENBANK. RTM. COPYRIGHT 2004 on STN 



GenBank (R) 



(CI) 
(Cl) 



source: 

ORGANISM (ORGN) 



BB560607 
BB560607 

BB560607.1 Gi: 9646973 
284994-83-8 
313 

mRNA; linear 
Expressed sequence tag 
1 Aug 2000 

BB560607 RIKEN full-length enriched, 10 days neonate 
olfactory brain Mus musculus cdna clone E530113B01 3' 
similar to AF076619 Rattus norvegicus molecular adapter 
rGrbl4 ( ***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
COUNT (NA) : 100 a 76 c 54 g 83 t 



NUCLEIC ACID 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 



Sciences Center(GSC), Yokohama Institute 

The Institute of Physical and chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome- resOgsc. riken.go. jp, 

URL : http : //genome . gsc . ri ken . go . jp/ 

Carninci,P., Nishiyama,Y. , Westover.A., Itoh,M., Nagaoka.S., Sasaki 
,N., okazaki, Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoacti vation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad, sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai ,T. , Akiyama,J., shibata,K., lzawa,M., Kawai,J., 
Tomaru,Y., Carninci,P., shibata,Y., ozawa,Y., Muramatsu,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
CarnincijP. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtcriken.go.jp) for 
further details. 



REFERENCE: 

AUTHOR (AU) 



TITLE (TI) : 
JOURNAL (SO) 



1 (bases 1 to 313) 

Konno,H.; Aizawa,K.; Akahira,s.; Akiyama,J.; 
Arakawa,T.; carninci,P. ; Endo,T.; Fukuda.S.; 
Fukunishi ,Y. ; Hara,A. ; Hayatsu,N.; Hirozane,T.; 
Hori,F.; lshii,Y.; lshikawa,J.; Ishikawa,T.; Itoh.M.; 
Izawa,M.; Kadota,K.; Kagawa,I.; Kai,C; Kawai,J.; 
Kikuchi.N.; Kiyosawa,H_; Kojima,Y. ; Kondo,s.; Koya,s. 
Kurihara,C; Kusakabe.M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura.M. ; oda,H.; Okazaki ,Y., ono,T.y; 
owa,c, ; saito,H.; Sakai,C; Sato,K.; Shibata,K.; 
shibata,Y. , ; shigemoto,Y. ; shinagawa,A. ; Shi raki ,T. ; 
Sogabe.Y.; suqahara,Y. , Suzuki,H.,; Suzuki ,H.; 
Tagawa,A. ; Takahashi , F. ; Tominaga,N_; Toya,T.a; 
Tsunoda,Y.; Watahiki,A.; Watanabe,s.; Yamamura,T. ; 
Yamanaka,I., Yano , R . H ; Yasunishi ,A. ; Yokota,T.; 
Yoshida,K.; Yoshiki,A.; Yoshino,M..; Muramatsu,M. ; 
Hayashizaki ,Y. 

RIKEN Mouse ESTs (Konno,H., et al.) 
unpublished (2000) 



FEATURES (FEAT) 
Feature Key 



Location 



Qualifier 



source 1..313 /organism="Mus musculus" 

/db-xref= M taxon: 10090" 
/clone= ,, E530113B01 ,, 
/clone-lib="RIKEN full-length 
enriched, 10 days neonate 
olfactory brain" 
/tissue-type="ol factory brain" 
/dev-stage="10 days neonate" 
/lab-host="DHlOB" 
/note="Site-l: Sail; Site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5 1 
GAGAGAGAGAGCGGCCGCAACTCGAGTTTTTTTT 
TTTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
tnermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper, second strand cDNA 
was prepared with the primer 
adapter of sequence [5' 
GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 



CCCCCCCCCCC 3']- cDNA was cleaved 
with BamHI and xhol. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC i." 



SEQUENCE (SEQ) : 
1 ccacctatat 
61 gaaccacact 
121 gaagaagaag 
181 acatatcatg 
241 tccaaattag 
301 attaaacctt 



ccagttggtg 
tctgttagga 
gattctaagg 
ctgaaaagga 
tgcaaacttg 
att 



gacttccacc 
cgcctgttca 
agaatgatca 
gatttcacct 
gattcctatt 



agcttaacag 
cccctcctct 
gagagagaga 

gcgggttacc 
acactcatga 



gcggtccttc 
gtttcactct 
gagagatcac 
aaaaaaaata 
ctttaaattt 



cttcccacct 
ttacaccaca 
aaggctgcaa 
ggtcacacat 
attagttaaa 
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LOCUS (LOC) : 

GenBank ACC. NO. (GBN) 

GenBank VERSION (VER) 

CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE) : 
DEFINITION (DEF) : 



GENBANK. RTM. COPYRIGHT 2004 on STN 



GenBank (R) 



SOURCE: 
ORGANISM (ORGN) 



BB559554 
BB559554 

BB559554.1 Gi: 9645920 
284984-30-1 
334 

mRNA; linear 
Expressed sequence tag 
1 Aug 2000 

BB559554 RIKEN full-length enriched, 2 days pregnant 
adult female ovary Mus musculus cDNA clone E330039G15 
3 1 similar to AF076619 Rattus norvegicus molecular 
adapter rGrbl4 ( ***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (NA) : 117 a 90 c 41 g 86 t 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama Institute 

The Institute of Physical and Chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel : 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome- resOgsc. riken.go.jp, 

URL : http : //genome . gsc . ri ken . go . j p/ 

Carninci,P., Nishiyama, Y. , Westover,A., Itoh,M., Nagaoka,S., Sasaki 
,N., okazaki, Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabil ization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad, sci . U.S.A. 95 (2), 520-524 (1998) 

ltoh,M., Kitsunai,T., Akiyama,J., shibata,K., lzawa,M., Kawai,J., 
Tomaru,Y., Carninci,P., shibata,Y. , Ozawa,Y., Muramatsu,M. , Okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci.p. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 



REFERENCE: 

AUTHOR (AU) 



TITLE (TI): 



1 (bases 1 to 334) 

Konno,H.; Aizawa,K.; Akahira,s.; Akiyama,J.; 
Arakawa,T.; carninci,P. ; Endo,T.; Fukuda,s.; 
Fukunishi , Y. ; Hara,A. ; Hayatsu,N.; Hirozane,T.; 
Hori,F.; lshii,Y.; lshikawa,J.; lshikawa,T.; ltoh,M.; 
lzawa,M.; Kadota,K.; Kagawa,I.; Kai,c; Kawai.J.; 
Kikuchi.N.; Kiyosawa,H.; Kojima,Y.; Kondo,s.; Koya,s. 
Kurihara.O; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M.; Oda,H.; Okazaki, Y., Ono,T.y; 
owa,C.; Saito,H.; Sakai.C; Sato,K.; shibata,K.; 
shibata.Y.,; shigemoto, Y. ; shinagawa, A. ; shiraki,T.; 
sogabe,Y.; Sugahara,Y., Suzuki, H.,; Suzuki, H.; 
Tagawa,A.; Takahashi , F. ; Tominaga.N.; Toya,T.a; 
Tsunoda,Y.; Watahiki,A.; watanabe.S.; Yamamura,T.; 
Yamanaka,l. f Yano , R. H ; Yasunishi ,A. ; Yokota.T.; 
Yoshida,K.; Yoshiki,A.; Yoshino,M..; Muramatsu,M. ; 
Hayashizaki ,Y. 

RIKEN Mouse ESTs (Konno,H., et al.) 



JOURNAL (SO) ; 



unpublished (2000) 



FEATURES (FEAT): 
Feature Key 



Location 



Qualifier 



source 



1- .334 



/organism= n Mus musculus" 
/db-xref="taxon : 10090" 
/clone="E330039Gl5" 
/clone-lib="RlKEN full-length 
enriched, 2 days pregnant adult 
female ovary" 
/sex="female" 
/tissue-type="ovary n 
/dev-stage="2 days pregnant adult" 
/lab-host="DHl0B" 
/note="site-l: Sail; site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5' 
GAGAGAGAGAGCGGCCGCAACTCGAGTTTTTTTT 
TTTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper, second strand cDNA 
was prepared with the primer 
adapter of sequence [5 1 
GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3']. cdna was cleaved 
with BamHl and xhol. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC I." 



SEQUENCE (SEQ): 

1 gtacttcaca tacatcatcc acctctagac 

61 ctttccacct gaaccaccac tgtccactga 

121 ctacactaca gaagaagaag gatccaaagg 

181 aaggctgaaa accaatcatg gtgaaaagaa 

241 ggtcacacat tccaaattag tgaaaacttg 

301 attagttaaa attaaacctt attaaaaaaa 



tttcaccaat ttccacaccc 
ttccccctct ccccaacttt 
agaatcatta gagagagaga 
gatttcacct ccggcttaca 
gattcctatt acactcatga 
tagg 



ccttccttcc 
ctctcacttc 
gagagatcac 
aaaacaaata 
ctttaaattt 
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(GBN) : 
(VER) : 
(RN): 



LOCUS (LOC): 
GenBank ACC. NO 
GenBank VERSION 
CAS REGISTRY NO 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) 
DIVISION CODE (CI) 
DATE (DATE): 
DEFINITION (DEF): 



BB559080 GenBank (R) 
BB559080 

BB559080.1 GI: 9645446 
284979-54-0 
319 

mRNA; linear 
Expressed sequence tag 
1 Aug 2000 

BB559080 RIKEN full-length enriched, 2 days pregnant 
adult female ovary Mus musculus cDNA clone E330037E03 
3' similar to AF076619 Rattus norvegicus molecular 
adapter rGrbl4 ( ***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (NA) : 108 a 62 c 62 g 87 t 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama institute 

The Institute of Physical and chemical Research (RIKEN) 

1-7-22 Suehiro-cho f Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 



SOURCE: 
ORGANISM (ORGN) 



Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome- res@gsc. riken.go. jp, 

URL : http : //genome . gsc . ri ken . go . jp/ 

Carninci,P., Nishiyama, Y. , westover,A., Itoh,M., Nagaoka,s., Sasaki 
,N., okazaki,Y. f Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai,T., Akiyama,J., Shibata,K., Izawa,M., Kawai,J., 
Tomaru,Y., Carninci,P., shibata,Y. f Ozawa,Y. , Muramatsu,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303. 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 



REFERENCE: 

AUTHOR (AU): 



TITLE (TI): 
JOURNAL (SO) 



1 (bases 1 to 319) 

Konno,H.; Aizawa,K.; Akahira,S.; Akiyama,J.; 
Arakawa,T.; carninci,P. ; Endo.T.; Fukuda,s.; 
Fukunishi ,Y. ; Hara.A.; Hayatsu,N.; Hirozane,T.; 
Hori,F.; lshii,Y.; Ishikawa, J . ; lshikawa,T.; Itoh.M.; 
lzawa,M.; Kadota,K.; Kagawa,l.; Kai,C; Kawai,J.; 
Kikuchi.N.; Kiyosawa,H.; Kojima,Y.; Kondo,S.; Koya,s. 
Kurihara,C; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno.Y.; Nakamura,M.; Oda,H.; okazaki ,Y., Ono,T.y; 
Owa.C; Saito,H.; Sakai,C; Sato,K.; shibata,K.; 
Shibata,Y. , ; shigemoto.Y. ; Shinagawa,A. ; shiraki ,T. ; 
Sogabe,Y.; sugahara,Y., Suzuki ,H.,; Suzuki, H.; 
Tagawa,A. ; Takahashi , F. ; Tominaqa.N.; Toya,T.a; 
Tsunoda^Y.; Watahiki.A.; Watanabe,s.; Yamamura,T.; 
Yamanaka,I., Yano , R. H ; Yasunishi , A. ; Yokota,T. 
Yoshida,K.; Yoshiki,A.; Yoshino,M.. 
Hayashizaki ,Y. 

RIKEN Mouse ESTs (Konno,H., et al.) 
Unpublished (2000) 



Muramatsu,M. ; 



FEATURES (FEAT): 

Feature Key Location 

source 1. . 319 



Qualifier 



/organism="Mus musculus" 
/db-xref="taxon : 10090" 
/clone="E330037E03 M 
/cl one-1 i b="RiKEN full-length 
enriched, 2 days pregnant adult 
female ovary" 
/sex="female" 
/tissue-type="ovary" 
/dev-stage="2 days pregnant adult" 
/lab-host="DHl0B" 
/note="Site-l: Sail; site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5 1 
GAGAGAGAGAGCGGCCGCAACTCGAGTTTTTTTT 
TTTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper, second strand cDNA 
was prepared with the primer 
adapter of sequence [5 1 
GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3']. cDNA was cleaved 
with BamHI and xhoi. Vector: a 



modified pBluescript KS(+) after 
bulk excision from Lambda FLC I." 



SEQUENCE (SEQ) : 

1 tgtttacaga cctgatccag ccgctggaat tcaacctcct taactggggg tccttccttc 
61 catgctgaag cattattctg ctaggacggc tgttatcccc aactttgttt cactcgtcac 
121 actacagtag aagaaggatg caaaggagaa tgattagaga gagagagaga gatcacaagg 
181 ctgaaaacaa atcatggtga aaagaagatt tcacctgcgg gttacaaaaa aaaataggtc 
241 acacattgca aattagtgaa aacttggatt cctattacac tcatgacttt aaatttatta 
301 gttaaaatta aaccttatt 
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LOCUS (LOC): 

GenBank acc. no. (gbn) 
GenBank version (VER) : 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL): 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE): 
DEFINITION (DEF) : 



SOURCE: 
ORGANISM 



(ORGN) 



BB558470 GenBank (R) 
BB558470 

BB558470.1 GI: 9644836 

284973-44-0 

250 

mRNA; linear 
Expressed sequence tag 
1 Aug 2000 

BB558470 RIKEN full-length enriched, 2 days pregnant 
adult female ovary Mus musculus cDNA clone E330034C06 
3' similar to AF076619 Rattus norvegicus molecular 
adapter rGrbl4 ( ***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
74 a 54 c 49 g 73 t 



NUCLEIC ACID COUNT (NA) 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama institute 

The institute of Physical and Chemical Research (RIKEN) 

1-7-22 suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel : 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome-res@gsc.riken.go.jp, 

URL : http : //genome . gsc . ri ken . go . j p/ 

Carninci,P., Nishiyama,Y. , Westover,A., ltoh,M., Nagaoka,S., Sasaki 
,N., okazaki, Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai,T., Akiyama,J., shibata,K., lzawa,M., Kawai,J. f 
Tomaru.Y., carninci,P., shibata,Y., Ozawa,Y., Muramatsu.M. , Okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 
High-efficiency full-length cDNA cloning 
19-44 (1999) 

web site (http: //genome 



Please 
further 
REFERENCE: 

AUTHOR (AU) 



visit our 
details . 



. Methods Enzymol . 303, 
.rtc.riken.go.jp) for 



TITLE (TI): 

JOURNAL (SO) 



1 (bases 1 to 250) 

Konno,H.; Aizawa,K.; Akahira,s.; Akiyama.J.; 
Arakawa,T. ; Carninci,P. ; Endo,T.; Fukuda.s.; 
Fukunishi ,Y. ; Hara,A. ; Hayatsu,N.; Hirozane,T.; 
Hori,F.; lshii,Y.; Ishikawa,J.; ishikawa.T.; ltoh,M.; 
lzawa,M.; Kadota,K.; Kagawa.I.; Kai,C; Kawai,J.; 
Kikuchi,N.; Kiyosawa,H.; Kojima,Y.; Kondo,s.; Koya,s. 
Kurihara,C; Kusakabe,M., Matsuyama,T. ; Miki.R.; 
Mizuno,Y.; Nakamura,M. ; oda,H.; okazaki ,Y. , ono.T.y; 
Owa,C; Saito,H.; sakai,C; Sato,K.; Shibata,K.; 
Shibata,Y.,; shigemoto , Y. ; shinagawa,A. ; shiraki,T.; 
Sogabe,Y.; Suqahara,Y., Suzuki, H.,; Suzuki, H.; 
Tagawa,A.; Tatcahashi , F. ; Tominaqa,N.; Toya,T.a; 
Tsunoda,Y. ; watahiki,A.; Watanabe,S.; Yamamura,T.; 
Yamanaka,l., Yano , R . H ; Yasunishi ,A. ; Yokota,T.; 
Yoshida,K.; Yoshiki,A.; Yoshino,M..; Muramatsu,M. ; 
Hayashizaki ,Y. 

RIKEN Mouse ESTs (Konno,H., et al.) 
unpublished (2000) 



FEATURES (FEAT): 

Feature Key Location Qualifier 

source 1..250 + /organism="Mus musculus" 

/db-xref="taxon : 10090" 
/clone="E330034c06" 
/clone-lib="RIKEN full-length 
enriched, 2 days pregnant adult 
female ovary" 
/sex="female" 
/tissue-type= ,, ovary lf 
/dev-stage="2 days pregnant adult" 
/lab~host="DHlOB" 
/note="Site-l: Sail; site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5' 

TTTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. Second strand cDNA 
was prepared with the primer 
adapter of sequence [5* 
GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3']- cDNA was cleaved 
with BamHI and xhol. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC I." 

SEQUENCE (SEQ): 

1 ctttagcagc tgaaatgaat gctgacagat cccctacaca gatactgcag gtgtttttaa 
61 gctccagcac gtatcctgaa atccatggct tcttacatgc aaaggaacag ggaaagaagt 
121 cttggaaaaa agcttacttt tttctcagaa gatctggctt atattttttt actaaaggca 
181 catccaagga accacggcat ttgcagcttt tcagtgaatt cagcactagt cacgtttata 
241 tgtcactggc 
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GEN BANK . RTM . COPYRIGHT 2004 on STN 



LOCUS (LOC): BB519321 
GenBank ACC. NO. (GBN) : BB519321 
GenBank VERSION (VER) : BB519321.1 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL) : 
MOLECULE TYPE (Cl) : 
DIVISION CODE (CI): 
DATE (DATE) 



GenBank (R) 
Gl:9570779 



DEFINITION (DEF) ; 



SOURCE: 
ORGANISM (ORGN) 



284222-57-7 
319 

mRNA; linear 
Expressed sequence tag 
28 Jul 2000 

BB519321 RIKEN full-length enriched, 16 days neonate 
heart Mus musculus cDNA clone D830035H10 3' similar to 
AF076619 Rattus norvegicus molecular adapter rGrbl4 ( 

***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (NA) : 106 a 71 c 58 g 84 t 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama Institute 

The Institute of Physical and Chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome- res@gsc. riken.go.jp, 



URL : http : //genome . gsc . ri ken . go . j p/ 

carninci,P., Nishiyama,Y. , Westover.A., ltoh,M., Nagaoka,s., Sasaki 
,N., okazaki,Y., Muramatsu,M. and Hayashizaki , Y. 

Thermostabilization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
CDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai,T., Akiyama,J., shibata,K., lzawa,M., Kawai,J. t 
Tomaru,Y., Carninci,p., shibata.Y., ozawa,Y. , Muramatsu ,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303. 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 



REFERENCE: 

AUTHOR (AU) : 



TITLE (TI): 
JOURNAL (SO) 



1 (bases 1 to 319) 

Konno,H.; Aizawa,K.; Akahira,s.; Akiyama f J.; 
Arakawa,T.; Carninci,P. ; Endo,T.; Fukuda,s.; 
Fukunishi ,Y. ; Hara.A.; Hayatsu,N.; Hirozane,T.; 
Hori,F.; Ishii.Y.; Ishikawa, J . ; lshikawa,T.; Itoh,M.; 
lzawa,M. ; Kadota.K.; Kagawa.l.; Kai ,c. ; Kawai,J.; 
Kikuchi,N.; Kiyosawa.H.; Kojima,Y. ; Kondo,s.; Koya,s. 
Kurihara.C; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura.M.; oda,H.; okazaki ,Y. f Ono,T.y; 
Owa,C; saito,H.; sakai,c; sato,K.; Shibata,K.; 
Shibata f Y.,; shigemoto, Y. ; Shinagawa, A. ; Shiraki f T.; 
sogabe,Y.; suqahara.Y., Suzuki ,H.,; Suzuki ,H.; 
Tagawa,A.; Takahashi , F. ; Tominaqa,N.; Toya,T.a; 
Tsunoda,Y. ; Watahiki.A.; WatanaBe,s.; Yamamura,T.; 
Yamanaka,I., Yano , R . H ; Yasunishi ,A. ; Yokota,T.; 
Yoshida,K.; Yoshiki.A.; Yoshino,M. . ; Muramatsu ,M. ; 
Hayashizaki ,Y. 

RIKEN Mouse ESTs (Konno,H., et al.) 
Unpublished (2000) 



FEATURES (FEAT) : 

Feature Key Location 

source 1..319 



Qual ifier 

/organism= f, Mus musculus" 
/db-xref ="taxon : 10090" 
/clone= M D830035Hl0 M 
/clone-lib="RlKEN full -length 
enriched, 16 days neonate heart" 
/tissue-type= n heart M 
/dev-stage="16 days neonate" 
/lab-host= n DHl0B n 
/note="Site-l: Sail; site-2: 
BamHI; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5 1 
GAGAGAGAGAGCGGCCGCAACTCGAGTTTTTTTT 
TTTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper, second strand cDNA 
was prepared with the primer 
adapter of sequence [5 1 
GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 

ccccccccccc 3']. cDNA was cleaved 
with BamHI and Xhol. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC I." 



SEQUENCE (SEQ) : 

1 acttcacaga cctccttcca gctcgtggct tctaccagct caacaggggc tccttccctc 



61 caagctgaac cattactttg ctaggatggc cgtttacccc aactttgtct cactcgttac 

121 actacagaag aagaaggatc cataggagaa tgatcagaga gagagagaga gatcactagg 

181 ctgaaaacaa atcatggtga aaagaagatt tcacctgcgg gttacaaaaa ataataggtc 

241 acacattgca aattagtgaa aacttggatt cctattacac tcatgacttt aaatttatta 
301 gttaaaatta aaccttatt 
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LOCUS (LOC): 

GenBank ACC. NO. (GBN) : 

GenBank VERSION (VER) : 

CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL) : 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE): 
DEFINITION (DEF): 



SOURCE! 
ORGANISM (ORGN): 



GENBANK. RTM. COPYRIGHT 2004 on STN 



GenBank (r) 
Gl: 9072636 



BB360808 
BB360808 
BB360808.1 
279052-46-9 
231 

mRNA; linear 
Expressed sequence tag 
12 Jul 2000 

BB360808 RIKEN full-length enriched, adult male corpus 
striatum Mus musculus cDNA clone C030049M20 3' similar 
to AF076619 Rattus norvegicus molecular adapter rGrbl4 
( ***crbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
sciurognathi ; Muridae; Murinae; Mus 
38 g 61 t 



87 a 45 c 



NUCLEIC ACID COUNT (NA) 
COMMENT : 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama Institute 

The institute of Physical and chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome-res@gsc.riken_go.jp, 

URL : http : / /genome . gsc . ri ken . go . j p/ 

Carninci.P., Nishiyama, Y. , Westover,A., Itoh.M., Nagaoka,S., Sasaki 
,N., Okazaki ,Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoacti vation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

itoh.M., KitsunaijT., Akiyama,J., shibata,K., lzawa,M., Kawai,J., 
Tomaru,Y., Carninci.P., shibata,Y., 0zawa,Y., Muramatsu ,M. , Okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carni nci , P . and Hayashi zaki , Y . 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 



REFERENCE: 

AUTHOR (AU) 



TITLE (TI): 
JOURNAL (SO) 



1 (bases 1 to 231) 

Konno,H.; Aizawa,K.; Akahira,S.; Akiyama,J.; 
Arakawa,T.; Carninci,P. ; Endo,T.; Fukuda,S.; 
Fukunishi ,Y. ; Hara.A. ; Hayatsu,N.; Hirozane,T.; 
Hori,F.; Ishii,Y.; Ishikawa, J . ; Ishikawa,T.; Itoh,M.; 
Izawa.M.; Kadota,K.; Kagawa.I.; Kai,C; Kawai,J.; 
Kikuchi.N.; Kiyosawa,H.; Kojima,Y.; Kondo,s.; Koya,s. 
Kurihara,C; Kusakabe,M., Matsuyama.T. ; Miki,R.; 
Mizuno.Y.; Nakamura,M.; oda,H. ; okazaki, Y., ono,T.y; 
Owa,C; Saito,H.; sakai,c; sato,K.; shibata.K.; 
Shibata,Y. , ; shigemoto,Y. ; shinagawa.A. ; shiraki ,T. ; 
Sogabe.Y.; Suqahara,Y., Suzuki, H. f ; Suzuki, H.; 
Tagawa,A.; Takahashi , F. ; Tominaqa,N. ; Toya,T.a; 
Tsunoda,Y.; watahiki,A.; watanabe,s.; Yamamura,T.; 
Yamanaka.I., Yano , R . H ; Yasunishi , A. ; Yokota,T.; 
Yoshida,K.; Yoshiki,A.; Yoshino.M..; Muramatsu, M. ; 
Hayashizaki , Y. 

RIKEN Mouse ESTs (Konno,H., et al .) 
Unpublished (2000) 



FEATURES (FEAT) : 

Feature Key Location 

source 1. .231 



Qualifier 

/organism="Mus musculus" 
/strain^^BL/er 



SEQUENCE (SEQ): 

1 cctgttcagc ccaactctgt ctcactccct 
61 tatgattaga gagagaaaga gagatcacaa 
121 tttcacctgc ggcttaccaa aaaaaatagg 
181 ttcctattac actcatgact ttaaatttat 



/db-xref= M taxon : 10090" 

/clone="C030049M20" 

/clone-*! ib="RlKEN full-length 

enriched, adult male corpus 

striatum" 

/sex="male" 

/tissue-type="corpus striatum" 
/dev-stage="adult 
/lab-host="DHlOB" 
/note="Site-l: Sail; site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5 f 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
tttttttvn 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
10.0 and subtraction to Rot = 
185.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5 1 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3']. cDNA was cloned 
into the Xhol and BamHl sites. 
Vector: a modified pBluescript 
KS(+) after bulk excision from 
Lambda FLC I. Cloning sites, 5 ! 
end: Sail; 3' end: BamHl" 



acactacaga agaagaagga ttcacaggtg 
ggctgaaaac aaatcatggt gtaaagaaga 
tcacacattc caaattagtg aaaacttgga 
tagttaaaat taaaccttat t 
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LOCUS (LOC) : 

GenBank ACC. NO. (GBN) : 
GenBank VERSION (VER) ; 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL); 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE) : 
DEFINITION (DEF) : 



BB360354 GenBank (R) 
BB360354 

BB360354.1 GI:9072182 
279047-92-6 
284 

mRNA ; linear 
Expressed sequence tag 
12 Jul 2000 

BB360354 RIKEN full-length enriched, adult male corpus 
striatum Mus musculus cDNA clone C030046D22 3' similar 
to AF076619 Rattus norvegicus molecular adapter rGrbl4 
( ***crbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; Chordata; craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (NA) : 103 a 53 c 54 g 74 t 
comment: 

contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama Institute 

The institute of Physical and chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome-res@gsc . riken.go.jp, 



SOURCE: 
ORGANISM (ORGN) 



Nagaoka,S. , Sasaki 



by 



URL : http : //genome . gsc . ri ken . go . j p/ 
carninci,P. t Nishiyama, Y. , westover,A., Itoh.M. 
,N., okazaki, Y., Muramatsu,M. and Hayashizaki ,Y 
Thermostabilization and thermoactivation of thermolabile enzymes 
trehalose and its application for the synthesis of full length 
cDNA . Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai,T., Akiyama,J., Shibata,K., lzawa,M., Kawai,J., 
Tomaru,Y., Carninci,P., shibata,Y., ozawa,Y. , Muramatsu,M. , Okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

web site (http://genome.rtc.riken.go.jp) for 



Please visit our 
further details. 
reference: 
author (au): 



TITLE (TI): 
JOURNAL (SO) 

FEATURES (FEAT) 
Feature Key 



1 (bases 1 to 284) 

Konno,H.; Aizawa,K.; Akahira,S.; Akiyama,D.; 
Arakawa,T.; Carninci,P. ; Endo,T.; Fukuda,s.; 
Fukunishi , Y. ; Hara,A.; Hayatsu,N.; Hirozane.T.; 
Hori,F.; ishii.Y.; Ishikawa,3.; ishikawa.T.; itoh.M.; 
lzawa,M.; Kadota,K.; Kagawa,l.; Kai,c; Kawai.D.; 
Kikuchi.N.; Kiyosawa,H.; Kojima,Y.; Kondo,s.; Koya,s.; 
Kurihara.C; Kusakabe,^!., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura.M.; Oda,H.; Okazaki ,Y., Ono,T.y; 
owa.C; Saito.H.; Sakai.C; Sato,K.; Shibata,K.; 
shibata,Y.,; shigemoto , Y. ; Shinagawa,A. ; Shiraki,T.; 
sogabe,Y.; Sugahara,Y. , Suzuki ,H.,; Suzuki, H.; 
Tagawa,A. ; Takahashi , F. ; Tominaga,N . ; Toya,T.a; 
Tsunoda,Y.; watahiki,A.; Watanabe,S.; Yamamura,T. ; 
Yamanaka,I., Yano , R . H ; Yasunishi ,A. ; Yokota,T.; 
Yoshida,K.; Yoshiki,A.; Yoshino,M..; Muramatsu,M. ; 
Hayashizaki , Y. 

RIKEN Mouse ESTs (Konno,H., et al.) 
Unpublished (2000) 



Location 
.284 



Qualifier 



source 



/organism="Mus musculus" 
/strain= M C57BL/6:T 
/db-xref="taxon: 10090" 
/clone= n c030046J22 n 
/clone-lib="RlKEN full-length 
enriched, adult male corpus 
striatum" 
/sex="male" 

/tissue-type="corpus striatum" 
/dev-stage="adult" 
/lab-host="DHlOB" 
/note="site-l: Sail; Site-2: 
BamHI; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5* 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
tnermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
10.0 and subtraction to Rot = 
185.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5 ! 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3']. CDNA was cloned 



into the Xhol and BamHl sites. 
Vector: a modified pBluescript 
KS(+) after bulk excision from 
Lambda FLC I. cloning sites, 5' 
end: Sail; 3' end: BamHl" 



SEQUENCE (SEQ): 

1 agctcaacag gggggtcctt ccttccaagc 
61 agccaaactt tctttcactc tttacactac 
121 agagagagag agagagatca caaggctgaa 
181 tccgggttac aaaaaaaaat aggtcacaca 
241 tacactcatg actttaaatt tattagttaa 



tgaaccatca ctgtgctagg atggctgttt 
agaagaagaa ggatcccaag gagaatgatt 
aacaaatcat ggtgaaaaga agatttcacc 
ttgcaaatta gtgaaaactt ggattcctat 
aattaaacct tatt 
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LOCUS (loc): 
GenBank ACC. NO. (GBN) : 
GenBank VERSION (VER) : 
CAS REGISTRY NO . (RN) : 
SEQUENCE LENGTH (SQL) : 
MOLECULE TYPE (Cl) : 
DIVISION CODE (CI) : 
DATE (DATE): 
DEFINITION (DEF): 



SOURCE: 
ORGANISM 



(ORGN) 



GENBANK . RTM . COPYRIGHT 2004 on STN 

BB359872 GenBank (R) 
BB359872 

BB359872.1 Gi: 9071700 

279043-10-6 

245 

mRNA; linear 
Expressed sequence tag 
12 Jul 2000 

BB359872 RIKEN full-length enriched, adult male corpus 
striatum Mus musculus cDNA clone C030043M21 3 1 similar 
to AF076619 Rattus norvegicus molecular adapter rGrbl4 
( ***crbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; Chordata; craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
sciurognathi ; Muridae; Murinae; Mus 
40 g 58 t 



NUCLEIC ACID COUNT (NA) : 92 a 55c 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama institute 

The Institute of Physical and chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Emai 1 : genome-resOgsc . ri ken . go . j p , 

URL : http : //genome . gsc . ri ken . go . j p/ 

Carninci,P., Nishiyama, Y. , Westover.A., Itoh,M., Nagaoka,s., Sasaki 
,N., okazaki, Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai,T., Akiyama,J., shibata.K., lzawa,M. , Kawai.J., 
Tomaru,Y., Carninci,P., Shibata,Y., Ozawa,Y. , Muramatsu ,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci.P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

web site (http://genome.rtc.riken.go.jp) for 



Please 
further 
REFERENCE: 

AUTHOR (AU): 



visit our 
details . 



TITLE (TI) 



1 (bases 1 to 245) 

Konno,H.; Aizawa,K.; Akahira.s.; Akiyama.J.; 
Arakawa,T.; carninci,P. ; Endo.T.; Fukuda.S.; 
Fukunishi ,Y. ; Hara,A. ; Hayatsu.N.; Hirozane,T.; 
Hori,F.; Ishii,Y.; Ishikawa,J . ; Ishikawa,T. ; Itoh,M.; 
lzawa f M.; Kadota,K. ; Kagawa,l.; Kai,C; Kawai,J.; 
Kikuchi,N.; Kiyosawa,H. ; Kojima,Y.; Kondo,S.; Koya,s. 
Kurihara,C; Kusakabe,M. f Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M.; oda,H.; okazaki, Y., Ono.T.y; 
owa,c; saito,H.; Sakai,C; sato.K.; shibata,K.; 
Shibata,Y.,; Shigemoto, Y. ; shinagawa, A. ; shiraki,T.; 
Sogabe,Y.; Sugahara,Y., Suzuki ,H.,; Suzuki ,H.; 
Tagawa,A.; Takahashi , F. ; Tominaga.N.; Toya,T.a; 
Tsunoda,Y.; Watahiki.A.; Watanabe.S.; Yamamura ( T. ; 
Yamanaka,i., Yano , R . H ; Yasunishi , A. ; Yokota,T.; 
Yoshida,K.; Yoshiki,A.; Yoshino.M..; Muramatsu ,M. ; 
Hayashizaki , Y. 

RIKEN Mouse ESTs (Konno,H. f et al . ) 



JOURNAL (SO) : 



Unpublished (2000) 



FEATURES (FEAT); 
Feature Key 



Location 
1. .245 



Qualifier 



source l..Z4b /organism= M Mus musculus" 

/strain="C57BL/6J" 
/db-xref="taxon: 10090" 
/clone="c030043M21" 
/clone-lib="RIKEN full-length 
enriched, adult male corpus 
striatum" 
/sex="male" 

/tissue-type="corpus striatum" 
/dev-stage="adult ' 
/lab-host="DHl0B M 
/note="site-l: Sail; Site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5' 

TTTTTTTVN 3 1 ], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
10.0 and subtraction to Rot = 
185.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5' 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
ccccccccccc 3']. cDNA was cloned 
into the Xhol and BamHI sites. 
Vector: a modified pBluescript 
KS(+) after bulk excision from 
Lambda FLC I. Cloning sites, 5' 
end: Sail; 3' end: BamHI" 

SEQUENCE (SEQ) : 

1 accatcccac gacgcccgct cacccccact gtgtttcact cgatacacca cagaagaaga 
61 aggatcccaa ggagaatgat tagagagaga gagagagatc acaagcctga aaacaaatca 
121 tgctgaaaag aagatttcac ctccgggtta caaaaaaaaa tagttcacac attccaaatt 
181 agtggaaact tggattccta ttacactctt gactttaaat ttattagtta aaattaaacc 
241 ttatt 



L2 ANSWER 109 OF 156 

LOCUS (LOC): 
GenBank acc. NO. (GBN) : 
GenBank version (ver) 
cas registry no. (rn) 
sequence length (sql) 
molecule type (ci) : 
division code (ci): 
date (date) : 
definition (def) : 



SOURCE : 
ORGANISM (ORGN) 



NUCLEIC ACID COUNT (NA) 
COMMENT: 



GENBANK. RTM. COPYRIGHT 2004 on STN 

BB319216 GenBank (R) 
BB319216 

BB319216.1 Gl:9026251 

278502-24-2 

311 

mRNA ; linear 
Expressed sequence tag 
11 Dul 2000 

BB319216 RIKEN full-length enriched, adult male corpora 
quadrigemina Mus musculus cDNA clone B230379D24 3' 
similar to AF076619 Rattus norvegicus molecular adapter 
rGrbl4 ( *** Gr bi4*** ) mRNA , mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
: 89 a 69 c 61 g 92 t 



RIKEN Genomic 



Japan 



Sasaki 



Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, 
Sciences Center(GSC), Yokohama Institute 
The Institute of Physical and Chemical Research (RIKEN) 
1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, 
Tel: 81-45-503-9222 
Fax: 81-45-503-9216 
Email : genome- res@gsc. ri ken. go. jp, 
URL : http : //genome . gsc . ri ken . go . j p/ 

carninci,P., Nishiyama, Y. , Westover,A., Itoh,M., Nagaoka,S., 
,N., Okazaki, Y., Muramatsu.M. and Hayashizaki ,Y. 
Thermostabilization and thermoactivation of thermolabile enzymes 
trehalose and its application for the synthesis of full length 
cDNA . Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai,T., Akiyama,J . , shibata,K., Izawa.M., Kawai,J., 
Tomaru,Y., Carninci.P., Shibata,Y., ozawa,Y., Muramatsu,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

web site (http://genome.rtc.riken.go.jp) for 



by 



Please 
further 
REFERENCE: 

AUTHOR (AU) 



visit our 
details. 



1 (bases 1 to 311) 
Konno,H.; Aizawa,K.; 
Arakawa,T.; Carninci 
Fukunishi ,Y. ; Hara,A 
Hori ,F. ; Ishii ,Y. ; 
Izawa.M. ; Kadota,K 



Akahira,S.; Akiyama,J.; 
p. ; Endo,T.; Fukuda,S.; 
; Hayatsu,N.; Hirozane,T.; 
Ishikawa,J.; ishikawa.T.; Itoh,M.; 
; Kagawa , I . ; Kai , C . ; Kawai , 3 . ; 



TITLE (TI): 
JOURNAL (SO) : 

FEATURES (FEAT) : 
Feature Key 



Kikuchi,N.; Kiyosawa,H.; Kojima,Y.; Kondo,s.; Koya,S 
Kurihara,c; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M.; oda,H.; okazaki, Y. , ono,T.y; 
owa,c; saito,H.; Sakai,c; Sato,K.; shibata,K.; 
Shibata,Y.,; shigemoto, Y. ; Shinagawa,A. ; shiraki,T.; 
Sogabe,Y.; suqahara,Y., Suzuki ,H.,; Suzuki, H.; 
Tagawa.A.; Takahashi , F. ; Tominaqa.N.; Toya,T.a; 
Tsunoda.Y.; Watahiki,A.; watanabe,s.; Yamamura,T.; 
Yamanaka,l., Yano , R . H ; Yasunishi , A. ; Yokota.T. ; 
Yoshida,K.; Yoshiki,A.; Yoshino,M..; Muramatsu.M. ; 
Hayashizaki , Y. 

RIKEN Mouse ESTs (Konno.H., et al.) 
Unpublished (2000) 



Location 
,311 



Qua! ifier 



source 



/organism="Mus musculus" 
/db-xref="taxon: 10090" 
/clone="B230379D24 u 
/clone-lib="RlKEN full-length 
enriched, adult male corpora 
quadrigemina" 
/sex= t, male" 
/ti ssue-type="corpora 
quadrigemina" 
/dev-stage="adult" 
/lab-host="DHl0B" 
/note="site-l: Sail; Site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5 1 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 



cap-trapper. cDNA went through one 
round of normalization to Rot = 
20.0 and subtraction to Rot = 
459.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5 1 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3']. cDNA was cleaved 
with Xhol and BamHI. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC I." 



SEQUENCE (SEQ) : 

1 tatcccaaat tcgaattttt taagaacccc atgtatttct ttccagagca catggtgtct 

61 tttgcagctg aaatgaatgg tgacagatcc cctacacagg tactgcaggt gtttttaagc 

121 tccagcacgt atcctgaaat ccacggcttc ttacatgcaa aggaacaggg aaagaagtct 

181 tggaaaaaag cttacttttt tctcagaaga tctggctcat atttttctac taaaggcaca 

241 tccaaggaac cacggcattt gcagcttttc agtgaattca gcactagtca cgtttatatg 
301 tcactggcag g 
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LOCUS (LOC) : BB283308 GenBank (R) 

GenBank ACC. NO. (GBN) : BB283308 

GenBank VERSION (VER) : BB283308.1 GI: 8983757 

CAS REGISTRY NO. (RN) : 278048-97-8 

SEQUENCE LENGTH (SQL): 503 

molecule TYPE (CI) : mRNA ; linear 

DIVISION CODE (CI): Expressed sequence tag 

DATE (DATE) : 1 Aug 2000 

DEFINITION (DEF): BB283308 RIKEN full-length enriched, adult retina Mus 

musculus cDNA clone A930101L21 3' similar to AF076619 
Rattus norvegicus molecular adapter rGrbl4 ( 
***Grbl4*** ) mRNA, mRNA sequence. 
source: house mouse. 

organism (orgn): Mus muscul us 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (NA) : 162 a 97 c 113 g 131 t 
COMMENT: 

contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC) , Yokohama Institute 

The institute of Physical and Chemical Research (RIKEN) 

1-7-22 suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Emai 1 : genome-res@gsc . ri ken . go . jp , 

URL : http : //genome . gsc . r i ken . go . j p/ 

Carninci,P., Nishiyama, Y. , westover,A., ltoh,M., Nagaoka.S., Sasaki 
,N., okazaki, Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai.T., Akiyama,J., shibata,K., lzawa,M., Kawai,J., 
Tomaru.Y., Carninci,P., Shibata,Y., Ozawa,Y., Muramatsu,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 
REFERENCE: 1 (bases 1 to 503) 

AUTHOR (AU): Konno,H.; Aizawa,K.; Akahira,S.; Akiyama.J.; 

Arakawa,T.; carninci,P. ; Endo,T.; Fukuda,s.; 
Fukunishi ,Y. ; Hara,A. ; Hayatsu,N.; Hirozane,T.; 
Hori,F.; ishii.Y.; ishikawa, D . ; Ishikawa, T.; ltoh,M.; 
lzawa,M.; Kadota,K.; Kagawa,I.; Kai,c; Kawai,3.; 
Kikuchi,N.; Kiyosawa,H.; Kojima,Y.; Kondo,s.; Koya,s. 
Kurihara.C; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M.; oda,H.; okazaki, Y., ono.T.y; 
owa,c; saito,H.; Sakai,c; sato,K.; shibata,K. ; 
shibata,Y.,; shigemoto , Y. ; shinagawa,A. ; shiraki f T.; 



Sogabe,Y.; suqahara,Y. , Suzuki ,H.,; Suzuki ,H.; 
Tagawa , A . ; Takahashi , F . ; Tomi naqa , N . ; Toya , T . a ; 
Tsunoda.Y.; watahiki,A.; WatanaBe,S.; Yamamura,T. ; 
Yamanaka.l. , Yano , R . H ; Yasunishi ,A. ; Yokota,T.; 
Yoshida,K.; Yoshiki.A.; Yoshino.M. . ; Muramatsu,M. ; 
Hayashizaki , Y. 

TITLE (TI): RIKEN Mouse ESTs (Konno,H., et al.) 

JOURNAL (SO): unpublished (2000) 



FEATURES (FEAT): 

Feature Key Location 

============:===+=======:=====: 

source 1. . 503 



Qualifier 



/organism="Mus musculus" 
/db-xref="taxon: 10090" 
/clone="A93010lL21" 
/clone-lib="RlKEN full-length 
enriched, adult retina" 
/ti ssue-type=" reti na" 
/dev-stage= M adult" 
/lab-host="DHl0B f ' 
/note="Site-l: Sail; site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic sciences Center and 
Genome science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5 1 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
20.0 and subtraction to Rot = 
459.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence 

[5 ' GAGAGAGAGATTCTCGAGTTAATTAAATTAA 

tccccccccccccc 3 1 ] . cDNA was 
cleaved with xhol and BamHI. 
Vector: a modified pBluescript 
KS(+) after bulk excision from 
Lambda FLC I. '-Retina RNA was 
provided by stefano Gustincich, 
Department of Neurobiology, 
Harvard Medical School, 220 
Longwood Ave., Boston, MA02115, 
USA, whose assistance we 
gratefully acknowledge 



SEQUENCE (SEQ): 

1 aggctcggcc gctgatcatt ccgcggggcc tctggatgga gttttcttgt tacggatagt 
61 tcagagtaac cccagaactt ttgtactgtc aatgagtcat ggacaaaaga taaaacacta 
121 tcaaattata cccgtagaag atgatggtga gctgttccat actctggatg atggccatac 
181 gaagttcaca cacctcatcc agctggtgga gttctaccag ctcaacaggg gggtccttcc 
241 ttgcaagctg aagcattact gtgctaggat ggctgtttag ccaaactgtt tgtcactcgt 
301 tacactacag aagaagaagg atgcaaagga gaatgattag agagagagag agagatcaca 
361 aggctgaaaa caaatcatgg tgaaaagaag atttcacctg cgggttacaa aaaaaaatag 
421 gtcacacatt ccaaattagt gaaaacttgg attcctatta cactcatgac tttaaattta 
481 gttagttaaa attaaacctt att 



L2 ANSWER 111 OF 156 GENBANK . RTM . COPYRIGHT 2004 on STN 



LOCUS (LOC): BB282445 GenBank (R) 

GenBank ACC. NO. (GBN) : BB282445 

GenBank VERSION (VER) : BB282445.1 Gl: 8982894 

CAS REGISTRY NO. (RN) : 278040-34-9 

SEQUENCE LENGTH (SQL) : 281 

MOLECULE type (ci) : mRNA; linear 



DIVISION CODE (CI) : 
DATE (DATE): 
DEFINITION (DEF) : 



SOURCE: 
ORGANISM 



(ORGN) 



Expressed sequence tag 
1 Aug 2000 

BB282445 RIKEN full-length enriched, adult retina Mus 
musculus cDNA clone A930037N11 3' similar to AF076619 
Rattus norvegicus molecular adapter rGrbl4 ( 

***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
92 a 86 c 37 g 66 t 



RIKEN Genomic 



NUCLEIC ACID COUNT (NA) 
COMMENT : 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, 

sciences Center(GSC), Yokohama Institute 

The institute of Physical and Chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome-res@gsc.riken.go. jp, 

URL : htt p : //genome . gsc . ri ken . go . j p/ 

Carninci,P., Nishiyama, Y. , westover,A., Itoh,M., Nagaoka.S., Sasaki 
,N., Okazaki,Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoacti vation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad, sci ■ U.S.A. 95 (2), 520-524 (1998) 

ltoh,M., Kitsunai,T., Akiyama,D., Shibata,K., Izawa,M., Kawai,D., 
Tomaru,Y., carninci,P., shibata,Y., Ozawa,Y. , Muramatsu.M. , Okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

web site (http://genome.rtc.riken.go.jp) for 



Please 
further 
REFERENCE: 

AUTHOR (AU) 



visit our 
detai 1 s . 



TITLE (TI): 
JOURNAL (SO) : 

FEATURES (FEAT): 
Feature Key 



1 (bases 1 to 281) 

Konno.H.; Aizawa,K.; Akahira,s.; Akiyama,J.; 
Arakawa,T. ; Carninci,P. ; Endo,T.; Fukuda,s.; 
Fukunishi ,Y. ; Hara,A.; Hayatsu,N.; Hirozane,T.; 
Hori,F.; lshii,Y.; Ishikawa.D.; lshikawa,T.; ltoh,M.; 
Izawa,M.; Kadota,K.; Kagawa,l.; Kai,C; Kawai,J.; 
Kikuchi,N.; Kiyosawa,H.; Kojima,Y. ; Kondo,s.; Koya,s. 
Kurihara,c; Kusakabe.M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M.; Oda,H.; okazaki ,Y. , Ono,T.y; 
Owa,C.; Saito.H.; Sakai.C; Sato,K.; shibata,K.; 
Shibata,Y.,; shigemoto.Y. ; shinagawa,A. ; shiraki,T.; 
Sogabe,Y.; Sugahara,Y. , Suzuki, H.,; Suzuki, H.; 
Tagawa,A.; Takahashi , F. ; Tominaqa,N.; Toya,T.a; 
Tsunoda,Y.; Watahiki,A.; Watanabe,S.; Yamamura,T.; 
Yamanaka,I., Yano , R . H ; Yasunishi ,A. ; Yokota,T.; 
Yoshida,K.; Yoshiki,A.; Yoshino.M..; Muramatsu,M. ; 
Hayashizaki ,Y. 

RIKEN Mouse ESTs (Konno,H., et al.) 
unpublished (2000) 



Location 



Qualifier 



source 1. .281 /organism="Mus musculus" 

/db-xref= n taxon: 10090" 
/clone="A930037Nll" 
/clone-lib="RIKEN full-length 
enriched, adult retina" 
/ti ssue-type=" ret i na n 
/dev-stage= n adult n 
/lab-host= If DH10B" 
/note="Site-l: Sail; site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 



Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cdna was 
primed with a primer [5' 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
tnermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
20.0 and subtraction to Rot = 
459.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence 

[5 ' GAGAGAGAGATTCTCGAGTTAATTAAATTAA 

tccccccccccccc 3 1 ] . cdna was 
cleaved with xhol and BamHI. 
Vector: a modified pBluescript 
KS(+) after bulk excision from 
Lambda FLC I. -Retina RNA was 
provided by Stefano Gustincich, 
Department of Neurobiology, 
Harvard Medical School, 220 
Longwood Ave., Boston, MA02115, 
USA, whose assistance we 
gratefully acknowledge 



SEQUENCE (SEQ) : 

1 ccgtatccct tccatcccca cctgatagta 
61 tacatccccc tcacttcact acaccacaga 
121 gagagagaga gagattacaa ccctgaaaac 
181 gggttacaaa agaaaatagc tcacacattg 
241 attcatgact ttaaatttat tagttaaaat 



tccctcccca tcccacgcct cccctcgccc 
gaagcaggat cccccccgac aatcactaga 
aaatcatggt gacaagaaga ttttaccccc 
caaattagtg aaaacttgga ttcctattac 
taaaccttac t 
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LOCUS (LOC) : 
GenBank ACC. NO. (GBN) 
GenBank VERSION (VER) : 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL): 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE): 
DEFINITION (DEF): 



SOURCE: 
ORGANISM (ORGN); 



BB191006 GenBank (R) 
BB191006 

BB191006.1 Gl: 8851625 

276734-11-3 

276 

mRNA ; linear 
Expressed sequence tag 
30 Dun 2000 

BB191006 RIKEN full-length enriched, adult male spinal 
cord Mus musculus cDNA clone A330065D15 3' similar to 
AF076619 Rattus norvegicus molecular adapter rGrbl4 ( 

***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
97 a 62 c 45 g 72 t 



NUCLEIC ACID COUNT (NA) 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama Institute 

The institute of Physical and chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome-res@gsc.riken.go.jp, 

URL : http : //genome . gsc . ri ken . go . j p/ 

Carninci,P., Nishiyama, Y. , Westover.A., Itoh,M., Nagaoka,s., Sasaki 
,N., okazaki,Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad, sci . U.S.A. 95 (2), 520-524 (1998) 

ltoh,M., Kitsunai.T., Akiyama,D., shibata,K., lzawa,M. , Kawai,J., 
Tomaru,Y., carninci,P., shibata,Y., Ozawa,Y. , Muramatsu ,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 



Carninci,P. and Hayashizaki , Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 



REFERENCE: 
AUTHOR 



(AU) 



TITLE (TI): 
JOURNAL (SO) : 

FEATURES (FEAT) 
Feature Key 



1 (bases 1 to 276) 

Konno.H.; Aizawa,K.; Akahira,S.; Akiyama.J.; 
Arakawa,T.; carninci,P. ; Endo,T.; Fukuda,S.; 
Fukunishi ,Y. ; Hara,A. ; Hayatsu,N.; Hirozane,T.; 
Hori,F.; lshii ( Y.; lshikawa,J.; lshikawa,T.; ltoh,M.; 
Izawa,M.; Kadota,K.; Kagawa,I.; Kai,c.; Kawai,J.; 
Kikuchi,N.; Kiyosawa,H.; Kojima,Y.; Kondo,s.; Koya,s.; 
Kurihara,c; Kusakabe.M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura, M . ; oda,H.; 0kazaki,Y., ono.T.y; 
Owa,o; saito,H.; Sakai,C.; Sato,K.; shibata,K.; 
Shibata,Y.,; shigemoto.Y. ; shinagawa,A. ; shiraki,T.; 
Sogabe,Y.; sugahara,Y. f Suzuki, H.,; Suzuki, H.; 
Tagawa,A.; Takahashi , F. ; Tominaqa,N.; Toya,T.a; 
Tsunoda,Y.; Watahiki,A.; Watanabe,s.; Yamamura,T. ; 
Yamanaka,l., Yano , R. H ; Yasunishi , A. ; Yokota,T.; 
Yoshida,K.; Yoshiki,A.; Yoshino,M..; Muramatsu,M. ; 
Hayashizaki , Y. 

RIKEN Mouse ESTs (Konno,H., et al .) 
unpublished (2000) 



Location 
.276 



Qualifier 



source 



/organism="Mus musculus' 1 
/db-xref="taxon : 10090" 
/clone= n A330065Dl5 n 
/clone-lib="RlKEN full-length 
enriched, adult male spinal cord" 
/sex="male" 

/tissue-type="spinal cord" 
/dev-stage="adult" 
/lab-host= !, DHl0B" 
/note="Site-l: Sail; site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5' 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
10.0 and subtraction to Rot = 
459.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5 ' 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3']. CDNA was cleaved 
with Xhol and BamHI. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC I. " 



SEQUENCE (SEQ): 

1 cctgggatcc ttcccttcaa gctgcaacat 
61 tctgtttcac tcattacacc acagaaggag 
121 agagagagat cacaaggctg aaaacaattc 
181 accaaaataa atagttcaca cattccaaat 
241 tgactttaaa tttattagtt aaaattaaac 



cactttgcta ggacgcccgt taaccccaac 
aaggatccaa aggagaatga ttagagagag 
atcgtgaaaa gcagatttca cctccggctt 
tagtgaaaac ttggattcct attacactca 
cttatt 
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LOCUS (LOC) : 

GenBank acc. no. (gbn) : 

GenBank version (ver) : 

CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL) : 
MOLECULE TYPE (Cl) : 
DIVISION CODE (CI) : 
DATE (DATE): 
DEFINITION (DEF): 



SOURCE: 
ORGANISM (ORGN): 



BB187252 GenBank (R) 
BB187252 

BB187252.1 GI:8847823 

276657-85-3 

289 

mRNA; linear 
Expressed sequence tag 
30 Jun 2000 

BB187252 RIKEN full-length enriched, adult male spinal 
cord Mus musculus cDNA clone A330041E09 3' similar to 
AF076619 Rattus norvegicus molecular adapter rGrbl4 ( 

***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; Craniata; vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
105 a 51 c 58 g 75 t 



NUCLEIC ACID COUNT (NA) 
COMMENT : 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

sciences center(GSC), Yokohama Institute 

The institute of Physical and Chemical Research (RIKEN) 

1-7-22 suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome-res@gsc.riken.go.jp, 

URL: http://genome.gsc riken.go.jp/ . 
Carninci,P., Nishiyama, Y. , westover,A., ltoh,M., Nagaoka,s., Sasaki 
,N., okazaki,Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

ltoh,M., Kitsunai,T., Akiyama.J., Shibata,K., lzawa,M., Kawai,D., 
Tomaru,Y., carninci,P., shibata.Y., ozawa.Y., Muramatsu.M. , Okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasrmd preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) . ^ _ 

Please visit our web site (http : //genome. rtc. n ken. go.] p) tor 
further details. 



REFERENCE: 

AUTHOR (AU): 



TITLE (TI): 
JOURNAL (SO): 

FEATURES (FEAT); 
Feature Key 



1 (bases 1 to 289) 
Konno,H.; Aizawa,K.; Akahira,s.; Akiyama,3.; 
Arakawa,T.; Carninci.P. ; Endo,T.; Fukuda,S.; 
Fukunishi ,Y. ; Hara,A.; Hayatsu,N.; Hirozane,T.; 
Hori.F.; lshii,Y.; Ishikawa,D.; lshikawa,T. ; Itoh,M. ; 
Izawa,M.; Kadota,K.; Kagawa,l.; Kai,C; Kawai,J.; 
Kikuchi,N.; Kiyosawa,H.; Kojima,Y.; Kondo,s.; Koya,s. 
Kurihara,C; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M.; Oda,H.; Okazaki ,Y. , Ono,T.y; 
owa,o; saito,H.; sakai,C; sato,K.; Shibata,K.; 
shibata.Y.,; shigemoto,Y. ; shinagawa,A. ; shiraki.T.; 
sogabe,Y.; Suqahara,Y., Suzuki, H.,; Suzuki, H. 
Tagawa,A.; Takahashi , F. ; Tominaqa,N. 
Tsunoda,Y.; Watahiki,A.; Watana6e,s. 
Yamanaka,l., Yano,R.H; Yasunishi ,A. ; 
Yoshida,K.; Yoshiki,A.; Yoshino,M..; 
Hayashizaki ,Y. 

RIKEN Mouse ESTs (Konno,H., et al.) 
Unpublished (2000) 



Toya,T.a; 
; Yamamura,T. 
Yokota,T. ; 
Muramatsu ,M. 



Location 
.289 



Qualifier 



source 



/organism="Mus musculus" 
/db-xref="taxon: 10090" 
/clone=' , A33004lE09 ,, 
/clone-lib="RIKEN full-lenqth 
enriched, adult male spinal cord" 
/sex= ,, male M 

/tissue-type="spinal cord" 
/dev-stage= ,, adu!t M 
/lab-host="DHl0B" 
/note="site-l: Sail; Site-2: 



BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues- 1st strand cDNA was 
primed with a primer [5' 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
10.0 and subtraction to Rot = 
459.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5 ' 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 

ccccccccccc 3']. cDNA was cleaved 
with Xhol and BamHI. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC I. " 



SEQUENCE (SEQ): 

1 ttaccagctc aaaagggggc tccttccttg caagctgaac cataactgtg ctaggatggc 
61 tgtttagcct tactctgttt cactcgttac actacagaag aagaaggatg caaaggagaa 
121 tgatcagaga gagagagaga gatcacaagg ctgaaaacaa atcatggtga aaagaagatt 
181 tcacctgcgg gttacaaaaa aaaataggtc acacattgca aattagtgaa aacttggatt 
241 cctattacac tcatgacttt aaatttatta gttaaaatta aaccttatt 
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LOCUS (LOC) : BB184777 GenBank (R) 

GenBank ACC. NO. (GBN) : BB184777 

GenBank VERSION (VER) : BB184777.1 GI:8845348 

CAS REGISTRY NO. (RN) : 276633-09-1 

SEQUENCE LENGTH (SQL) : 215 

MOLECULE TYPE (CI) : mRNA; linear 

DIVISION CODE (CI): Expressed sequence tag 

DATE (DATE): 30 Dun 2000 

DEFINITION (DEF): BB184777 RIKEN full-length enriched, adult male spinal 

cord Mus musculus cDNA clone A330015N04 3' similar to 
AF076619 Rattus norvegicus molecular adapter rGrbl4 ( 
***Grbl4*** ) mRNA, mRNA sequence. 
SOURCE: house mouse. 

organism (ORGN): Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (NA) : 87 a 32 c 38 g 58 t 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama Institute 

The institute of Physical and chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel : 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome-res@gsc.riken.go.jp, 

URL : http : //genome . gsc . ri ken . go . jp/ 

Carninci,P., Nishiyama,Y. , Westover,A., Itoh,M., Nagaoka,s., Sasaki 
,N., okazaki,Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai ,T. f Akiyama,j., shibata,K., lzawa,M., Kawai,J., 
Tomaru.Y., carninci,P., shibata,Y., 0zawa,Y., Muramatsu.M. , Okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 



Carninci,P. and Hayashizaki , Y. 

High-efficiency full-length cdna cloning. Methods Enzymol . 303, 
19-44 (1999) 

web site (http://genome.rtc.riken.go.jp) for 



Please visit our 
further details. 
REFERENCE: 

AUTHOR (AU): 



TITLE (TI): 
JOURNAL (SO): 

FEATURES (FEAT): 
Feature Key 



1 (bases 1 to 215) 

Konno,H.; Aizawa,K.; Akahira,S.; Akiyama,J.; 
Arakawa,T.; Carninci,P. ; Endo,T.; Fukuda,s.; 
Fukunishi , Y. ; Hara,A. ; Hayatsu,N.; Hirozane,T.; 
Hori,F.; lshii,Y.; lshikawa,D.; lshikawa,T.; ltoh,M.; 
lzawa,M.; Kadota,K.; Kagawa,l.; Kai,c; Kawai,J.; 
Kikuchi.N.; Kiyosawa,H.; Kojima,Y.; Kondo f S.; Koya,s. 
Kurihara.C. ; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno.Y.; Nakamura,M.; oda,H.; okazaki,Y., ono,T.y; 
owa,C; Saito,H.; Sakai,C; Sato,K.; Shibata,K.; 
shibata,Y.,; Shigemoto,Y. ; Shi nagawa, A. ; Shiraki,T.; 
sogabe.Y.; Sugahara.Y. , Suzuki, H.,; Suzuki ,H.; 
Tagawa,A.; Takahashi , F. ; Tominaqa,N.; Toya.T.a; 
Tsunoda,Y.; watahiki,A.; Watanabe,S.; Yamamura,T. ; 
Yamanaka,l., Yano , R . H ; Yasunishi ,A. ; Yokota,T.; 
Yoshida.K.; Yoshiki.A.; Yoshino,M..; Muramatsu,M. ; 
Hayashizaki ,Y. 

RIKEN Mouse ESTs (Konno,H. f et al.) 
Unpublished (2000) 



Location 
.215 



Qualifier 



source l..Zlb /organism="Mus musculus" 

/db-xref = n taxon : 10090" 
/clone="A330015N04 M 
/clone-lib="RlKEN full-length 
enriched, adult male spinal cord" 
/sex="male" 

/tissue-type= n spinal cord" 
/dev-stage="adult" 
/lab-host= n DHl0B" 
/note="site-l: Sail; Site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5* 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper, cdna went through one 
round of normalization to Rot - 
10.0 and subtraction to Rot = 
459.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5 1 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3 ' ] . CDNA was cl eaved 
with Xhol and BamHl. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC I. " 

SEQUENCE (SEQ): 

1 ttgtttcatt ccttacacca cagaagaaga acgatccaaa ggagtatgat tagagagaga 
61 gagagagatc acaaggctga aaacaaatca tggtgaaaag aagatttcac ctgcgggtta 
121 caaaaaaaaa taggtcacac attgcaaatt agtgaaaact tggattccta ttacattcat 
181 gactttaaat ttattagtta aaattaaacc ttatt 
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LOCUS (LOC) 



BB173204 



GenBank (R) 



GenBank ACO no. (GBN) 
GenBank VERSION (VER) 
CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE): 
DEFINITION (DEF): 



SOURCE : 
ORGANISM (ORGN) : 



BB173204 

BB173204.1 Gl:8832287 
276506-98-0 
282 

mRNA; linear 
Expressed sequence tag 
29 Jun 2000 

BB173204 RIKEN full-length enriched, adult male 
hypothalamus Mus musculus cDNA clone A230044K20 3' 
similar to AF076619 Rattus norvegicus molecular adapt 
rGrbl4 ( ***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (NA) : 98 a 55 c 55 g 74 t 
COMMENT : 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama institute 

The Institute of Physical and chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Emai 1 : genome- res@gsc . ri ken . go . j p , 

URL : http : //genome . gsc . r i ken . go . j p/ 

Carninci,P., Nishiyama, Y. , Westover,A., Itoh.M., Nagaoka,s., Sasaki 
,N., Okazaki ,Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabil ization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai,T., Akiyama,J., shibata,K., Izawa,M., Kawai,J., 
Tomaru,Y., Carninci,P., Shibata,Y., Ozawa,Y. , Muramatsu ,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 
REFERENCE: 1 (bases 1 to 282) 

author (AU) : Konno,H.; Aizawa,K.; Akahira,s.; Akiyama,J.; 

Arakawa,T.; Carninci,P. ; Endo,T.; Fukuda,s.; 
Fukuni shi ,Y. ; Hara,A.; Hayatsu,N.; Hirozane,T.; 
Hori,F.; Ishii,Y.; Ishikawa,J.; lshikawa,T.; ltoh,M.; 
lzawa,M.; Kadota,K.; Kagawa,I.; Kai,C; Kawai,J.; 
Kikuchi,N.; Kiyosawa,H.; Kojima,Y.; Kondo,S.; Koya,S. 
Kurihara,C; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M. ; Oda,H.; Okazaki ,Y., Ono,T.y; 
owa.c; saito,H.; sakai,c.; sato,K.; shibata.K.; 
shibata,Y. , ; shigemoto.Y. ; shinagawa,A. ; shiraki ,T. ; 
sogabe,Y.; sugahara,Y. , Suzuki, H.,; Suzuki, H.; 
Tagawa,A.; Takahashi ,F. ; Tominaga,N. ; Toya.T.a; 
Tsunoda,Y.; Watahiki,A.; Watanabe,s.; Yamamura,T. ; 
Yamanaka,l., Yano , R . H ; Yasunishi , A. ; Yokota,T.; 
Yoshida,K.; Yoshiki,A.; Yoshino,M..; Muramatsu, M. ; 
Hayashizaki , Y. 

RIKEN Mouse ESTs (Konno.H., et al .) 
Unpublished (2000) 



TITLE (TI): 
JOURNAL (SO): 

FEATURES (FEAT): 
Feature Key 



Location 



Qualifier 



source 1..282 /organism= M Mus musculus" 

/db-xref="taxon : 10090" 
/clone="A230044K20" 
/clone-! ib="RlKEN full-length 
enriched, adult male hypothalamus" 
/sex^'male" 

/ti ssue-type="hypothal amus" 
/dev-stage="adult" 
/lab-host= ,, DHl0B" 
/note= M Site-l: sail; site-2: 
BamHI; cDNA library was prepared 



and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5 ! 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
20.0 and subtraction to Rot = 
459.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5 1 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3 ' ] . cDNA was cl eaved 
with Xhol and BamHI. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC I. " 



SEQUENCE (SEQ) : 

1 gctcaacagg gggtccttcc ttcccagctg aagcattact gtgctaggat gcctgtttac 
61 cctaactctg tgtcactcgt tacactacag tagaagaagg atgcaaagga gaatgatcag 
121 agagagagag agagatcaca agcctgaaaa caaatcatgg tgtaaagaag atttcacctg 
181 cgggttacca aaaaaaatag gtcacacatt ccaaattagt gaaaacttgg attcctatta 
241 cactcatgac tttaaattta ttagttaaaa ttaaacctta tt 
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LOCUS (LOC): BB170892 GenBank (R) 

GenBank ACC. NO. (GBN) : BB170892 



GenBank VERSION (VER) 
CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 



BB170892.1 Gl: 8829975 
276483-86-4 
259 

MOLECULE TYPE (Cl) : mRNA ; linear 

DIVISION CODE (CI) : Expressed sequence tag 
DATE (DATE): 29 Jun 2000 

DEFINITION (DEF): BB170892 RIKEN full-length enriched, adult male 

hypothalamus Mus musculus cDNA clone A230022B15 3' 
similar to AF076619 Rattus norvegicus molecular adapter 
rGrbl4 ( ***Grbl4*** ) mRNA, mRNA sequence. 

SOURCE: house mouse. 

ORGANISM (ORGN): MUS musculus 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 

NUCLEIC acid COUNT (NA) : 79 a 55 c 45 g 80 t 

COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama Institute 

The institute of Physical and Chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome- resOgsc. riken.go.jp, 

URL : http : //genome . gsc . ri ken . go . j p/ 

Carninci,p., Nishiyama,Y. , Westover,A., ltoh,M., Nagaoka,s. ? Sasaki 
,N., okazaki,Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoacti vation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai,T., Akiyama,j., shibata,K., lzawa,M., Kawai.j., 
Tomaru,Y., Carninci,P., Shibata,Y., Ozawa,Y., Muramatsu,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5) , 463-470 (1999) 
Carninci,p. and Hayashizaki ,Y. 



High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

web site (http://genome.rtc.riken.go.jp) for 



Please visit our 
further details. 
REFERENCE: 

AUTHOR (AU) : 



TITLE (TI): 
JOURNAL (SO) : 

FEATURES (FEAT) : 
Feature Key 



1 (bases 1 to 259) 

Konno,H.; Aizawa,K.; Akahira,s.; Akiyama, J . ; 
Arakawa,T.; Carninci,P. ; Endo,T.; Fukuda,s.; 
Fukunishi ,Y. ; Hara,A. ; Hayatsu,N.; Hirozane,T.; 
Hori,F.; Ishii,Y.; lshikawa,J.; Ishikawa,T.; ltoh,M.; 
lzawa,M.; Kadota,K.; Kagawa,I.; Kai,c.; Kawai,J.; 
Kikuchi,N.; Kiyosawa.H.; Kojima,Y.; Kondo,s.; Koya,s. 
Kurihara, c. ; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M.; oda,H.; okazaki,Y., Ono.T.y; 
owa,C; Saito,H.; Sakai,c; sato,K.; Shibata,K.; 
Shibata,Y. f ; Shigemoto.Y. ; Shinagawa,A. ; Shiraki,T.; 
Sogabe,Y.; Suqahara,Y., Suzuki ,H.,; Suzuki ,H. ; 
Tagawa,A.; Takahashi , F. ; Tominaga,N.; Toya,T.a; 
Tsunoda,Y. ; Watahiki ,A. ; Watanabe,s. ; Yamamura f T. ; 

, Yano , R . H ; Yasunishi , A. ; Yokota,T.; 
Yoshiki,A.; Yoshino f M..; Muramatsu ,M. ; 
Hayashizaki ,Y. 

RIKEN Mouse ests (Konno,H., et al 
unpublished (2000) 



Yamanaka,I . 
Yoshida,K. 



.) 



source 



Location 
"259 



Qualifier 



/organism= n Mus musculus" 
/db-xref = ,f taxon : 10090" 
/clone="A230022Bl5" 
/clone-lib="RlKEN full -length 
enriched, adult male hypothalamus" 
/sex="male" 

/tissue-type="hypothal amus" 
/dev-stage="adult" 
/l ab-host="DHlOB" 
/note="site-l: Sail; site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic sciences center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5 1 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
20.0 and subtraction to Rot = 
459.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5 1 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3 1 ]. cDNA was cleaved 
with Xhol and BamHI. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC I. " 



SEQUENCE (SEQ): 

1 cctgatatta tacacctaaa atgcatgcag 
61 ttttaagctc cagcacctat cctgaaatcc 
121 agaattattg gaaaaaagct tacttttttt 
181 aaggcacatc caaggaacca tggcatttgc 
241 tttatatgtc actggcagg 



acagatccct tacacagata ctgcacgtgt 
atggcttctt tcatccaaag gaacagggaa 
tcagaagatt tggcttatat ttttttacta 
agcttttcag tgaattcagc actagtcacg 
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LOCUS (LOC) 



BB124451 



GenBank (R) 



GenBank ACC. NO. (GBN) ; 
GenBank version (VER) : 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL) : 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE) : 
DEFINITION (DEF) : 



SOURCE: 
ORGANISM (ORGN) 



BB124451 

BB124451.1 Gl: 8777019 
275947-71-2 
312 

mRNA; linear 
Expressed sequence tag 
27 Jun 2000 

BB124451 RIKEN full-length enriched, adult male urinary 
bladder Mus musculus cDNA clone 9530097N18 3' similar 
to AF076619 Rattus norvegicus molecular adapter rGrbl4 
( *** G rbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (NA) : 108 a 60 c 60 g 84 t 
COMMENT : 

contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences center(GSC), Yokohama Institute 

The institute of Physical and chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel : 81-45-503-9222 

Fax: 81-45-503-9216 

Emai 1 : genome- res@gsc . r i ken . go . j p , 

URL : htt p : //genome . gsc . ri ken . go . j p/ 

Carninci,P., Nishiyama.Y. , Westover,A., Itoh,M., Nagaoka,s., Sasaki 
,N., okazaki, Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad, sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai,T., Akiyama,J., Shibata,K., Izawa,M., Kawai,3., 
Tomaru,Y., Carninci,P., shibata,Y., Ozawa,Y. , Muramatsu.M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carni nci , P . and Hayashi zaki , Y . 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 
REFERENCE: 1 (bases 1 to 312) 

author (AU): Konno,H.; Aizawa,K.; Akahira,s.; Akiyama,3.; 

Arakawa,T.; Carninci.P. ; Endo.T.; Fukuda,S.; 
Fukunishi ,Y. ; Hara,A.; Hayatsu,N.; Hirozane,T.; 
Hori,F.; lshii,Y.; lshikawa,J.; Ishikawa,T.; Itoh,M.; 
Izawa,M.; Kadota,K.; Kagawa.l.; Kai,C; Kawai,J.; 
Kikuchi,N.; Kiyosawa,H.; Kojima,Y. ; Kondo,s.; Koya,s.; 
Kurihara,C; Kusakabe,M., Matsuyama,T. ; Miki.R.; 
Mizuno.Y.; Nakamura,M.; oda,H.; okazaki ,Y., Ono,T.y; 
owa,C. ; Saito,H.; Sakai,C; sato,K.; shibata,K.; 
shibata,Y.,; shigemoto, Y. ; Shinagawa, A. ; shiraki,T.; 
sogabe,Y.; Sugahara,Y., Suzuki ,H.,; Suzuki, H.; 
Tagawa,A. ; Takahashi , F. ; Tominaga,N. ; Toya,T.a; 
Tsunoda,Y.; watahiki,A.; watanabe,S.; Yamamura,T.; 
Yamanaka,l., Yano , R . H ; Yasunishi ,A. ; Yokota,T. ; 
Yoshida,K.; Yoshiki,A.; Yoshino,M..; Muramatsu.M. ; 
Hayashizaki ,Y. 

RIKEN Mouse ESTs (Konno,H., et al.) 
Unpublished (2000) 



TITLE (TI): 
JOURNAL (SO); 

FEATURES (FEAT): 
Feature Key 



Location 
,312 



Qualifier 



source 



/organism="Mus musculus" 

/db-xref= M taxon: 10090" 

/c^one= ,, 9530097Nl8 ,, 

/clone-lib="RIKEN full-length 

enriched, adult male urinary 

bladder" 

/sex^male" 

/ti ssue-type="uri nary bl adder" 
/dev-stage= n adult" 
/lab-host="DHl0B M 
/note="site-l: Sail; Site-2: 



BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cdna was 
primed with a primer [5' 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
20.0 and subtraction to Rot = 
370.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5' 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3']. cDNA was cleaved 
with Xhol and BamHl. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC I." 



SEQUENCE (SEQ) : 

1 gacttcatcc agcttgtgga gttttaccac ctctacaggg gggtccttcc ttgcaacctg 

61 aagcttcact ttgctaggaa ggcaatttac cccaactgtc tgtcactcat tacactacag 

121 aagaagaagg atcctaagga gaatgattag agagagagag agagatcaca aggctgaaaa 

181 caaatcatgg tgaaaagaag atttcacctg cgggttacaa aaaaaaatag gtcacacatt 

241 gctaattagt gaaaacttgg attcctatta cactcatgac tttaaattta ttagttaaaa 
301 ttaaacctta tt 
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LOCUS (LOC) : BB115268 GenBank (R) 

GenBank acc. no. (gbn) : BB115268 

GenBank VERSION (VER) : BB115268.1 Gl: 8767836 

CAS REGISTRY NO. (RN) : 275855-88-4 

SEQUENCE LENGTH (SQL): 235 

MOLECULE TYPE (CI): mRNA; linear 

DIVISION CODE (CI): Expressed sequence tag 

DATE (DATE): 27 Jun 2000 

DEFINITION (DEF) : BB115268 RIKEN full-length enriched, adult male urinary 

bladder Mus musculus cDNA clone 9530049M14 3' similar 
to AF076619 Rattus norvegicus molecular adapter rGrbl4 
( ***crbl4*** ) mRNA, mRNA sequence. 

SOURCE: house mouse. 

ORGANISM (ORGN) : Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 

NUCLEIC ACID COUNT (NA) : 89 a 39 c 45 g 62 t 

COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama Institute 

The Institute of Physical and Chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel : 81-45-503-9222 

Fax: 81-45-503-9216 

Emai 1 : genome- resOgsc . ri ken . go . j p , 

URL : http : //genome . gsc . ri ken . go . j p/ 

carninci,P., Nishiyama,Y. , Westover,A., Itoh,M., Nagaoka.s., Sasaki 
,N., okazaki.Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai,T., Akiyama,3., shibata,K., lzawa,M., Kawai,D., 
Tomaru,Y., carninci,P., shibata,Y., ozawa,Y., Muramatsu ,M. , okazaki 
,Y. and Hayashizaki f Y. 

Automated filtration-based high-throughput plasmid preparation 



system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,p. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 



REFERENCE: 
AUTHOR 



(AU) 



TITLE (TI): 
JOURNAL (SO): 

FEATURES (FEAT) : 
Feature Key 



1 (bases 1 to 235) 

Konno,H.; Aizawa,K.; Akahira,s.; Akiyama,J.; 
Arakawa,T. ; carninci,P. ; Endo,T.; Fukuda,s.; 
Fukunishi , Y. ; Hara,A.; Hayatsu,N.; Hirozane,T.; 
Hori,F.; lshii,Y.; lshikawa,J . ; ishikawa.T.; itoh.M.; 
lzawa,M.; Kadota,K.; Kagawa,l.; Kai f C; Kawai,J.; 
Kikuchi,N.; Kiyosawa,H.; Kojima,Y.; Kondo.s.; Koya,s. 
Kurihara,o; Kusakabe,M., Matsuyama.T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M.; oda,H.; okazaki,Y., ono,T.y; 
0wa,C; Saito,H.; Sakai,C; Sato,K.; shibata,K.; 
shibata, Y. , ; shigemoto.Y. ; Shinagawa,A. ; Shi raki ,T. ; 
Sogabe,Y.; Sugahara,Y. , Suzuki, H.,; Suzuki, H.; 
Tagawa,A. ; Takahashi , F. ; Tominaga,N.; Toya,T.a; 
Tsunoda,Y.; watahiki,A.; Watanabe,s.; Yamamura,T. 
Yamanaka,l., Yano , R. H ; Yasunishi,A. 
Yoshida,K.; Yoshiki,A.; Yoshino,M.. 
Hayashizaki , Y. 

RIKEN Mouse ESTs (Konno.H., et al.) 
Unpublished (2000) 



Yokota,T. 
Muramatsu,M. 



source 



Location 
1..235 



Qualifier 



/organism="Mus musculus" 

/db-x ref = n taxon : 10090" 

/clone="9530049Ml4" 

/clone-! ib="RlKEN full-length 

enriched, adult male urinary 

bladder" 

/sex= n male" 

/tissue-type=" urinary bladder" 
/dev-stage="adult n 
/lab-host="DHl0B" 
/note="site-l: Sail; Site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5 f 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
20.0 and subtraction to Rot = 
370.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5* 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3 1 ] . cDNA was cl eaved 
with Xhol and BamHl. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC I." 



SEQUENCE (SEQ) : 

1 atggctgttt atccctactg cgtctcactc gttacactac agaaggagaa ggattctaag 
61 gagaatgatc agagagagag agagagatca caaggctgaa aacaaatcat ggtgaaaaga 
121 agatttcacc tgcgggttac caaaaaaaaa taggtcacac attgcaaatt agtgaaaact 
181 tggattccta ttacactcat gactttaaat ttattagtta aaattaaacc ttatt 
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LOCUS (LOC) : 
GenBank ACC. NO. (gbn) 
GenBank VERSION (VER) : 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL): 
MOLECULE TYPE (Cl) : 
DIVISION CODE (CI): 
DATE (DATE): 
DEFINITION (DEF) : 



SOURCE : 
ORGANISM 



(ORGN) 



BB114126 GenBank (R) 
BB114126 

BB114126.1 Gl: 8766694 
275844-46-7 
316 

mRNA; linear 
Expressed sequence tag 
27 Jun 2000 

BB114126 RIKEN full-length enriched, adult 
bladder Mus musculus cdna clone 9530044F23 
to AF076619 Rattus norvegicus molecular adapter rGrbl4 
( ***crbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
110 a 67 c 55 g 84 t 



male urinary 
3' similar 



RIKEN Genomic 



NUCLEIC ACID COUNT (NA) 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, 
Sciences Center(GSC), Yokohama Institute 
The Institute of Physical and Chemical Research (RIKEN) 
1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 
Tel: 81-45-503-9222 
Fax: 81-45-503-9216 
Email : genome- resOgsc. riken.go.jp, 
URL : http : //genome . gsc . ri ken . go . j p/ 
Carninci,P., Nishiyama,Y. , Westover,A., ltoh,M. 
,N., okazaki, Y., Muramatsu,M. and Hayashizaki ,Y. 
Thermostabil ization and thermoactivation of thermolabile enzymes 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

itoh.M., Kitsunai,T., Akiyama,J., Shibata,K., lzawa,M., Kawai,3., 
Tomaru,Y., Carninci,P. p Shibata,Y., Ozawa.Y., Muramatsu ,M. , Okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

web site (http://genome.rtc.riken.go.jp) for 



Nagaoka , s . , Sasaki 



by 



Please 
further 
REFERENCE: 

AUTHOR (AU) 



visit our 
details . 



1 (bases 1 to 316) 

Konno,H.; Aizawa,K.; Akahira.S.; Akiyama,J.; 
Arakawa.T.; Carninci,P. ; Endo,T.; Fukuda,S.; 
Fukunishi ,Y. ; Hara,A. ; Hayatsu,N,; Hirozane,T.; 
Hori,F.; lshii,Y.; lshikawa,J . ; ishikawa.T.; ltoh,M.; 
lzawa,M.; Kadota,K.; Kagawa,l.; Kai,c; Kawai,J.; 
Kikuchi,N.; Kiyosawa,H.; Kojima,Y.; Kondo,s.; Koya,s, 
Kurihara,c.; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno.Y.; Nakamura,M.; oda,H.; Okazaki, Y., Ono,T.y; 
owa,c; saito,H.; Sakai,C; Sato,K.; Shibata,K.; 
Shibata,Y.,; Shigemoto,Y. ; Shinagawa,A. ; Shiraki,T.; 
Sogabe,Y.; Sugahara,Y., Suzuki ,H.,; Suzuki, H.; 



TITLE (TI): 
JOURNAL (SO) : 

FEATURES (FEAT) : 
Feature Key 



Tagawa,A.; Takahashi.F 
Tsunoda,Y.; Watahiki,A 
Yamanaka , I . , Yano , R . H ; 
Yoshida,K. ; Yoshiki ,A. 
Hayashizaki , Y. 
RIKEN Mouse ESTs (Konno,H 
Unpublished (2000) 



; Tominaqa,N, 
; WatanaBe,s. 
Yasunishi ,A. ; 
Yoshino,M. . ; 



et al .) 



; Toya,T.a; 
; Yamamura,T. 

Yokota.T. ; 

Muramatsu,M. 



Location 



Qualifier 



source 1..316 /organism="Mus musculus" 

/db-xref ="taxon : 10090" 
/clone="9530044F23" 
/clone-lib="RIKEN full-length 
enriched, adult male urinary 
bladder" 
/sex="male" 

/tissue-type=" urinary bladder" 
/dev-stage= 'adult" 



/lab-host= M DHlOB n 
/note="site-l: sail; site-2: 
BamHI; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cdna was 
primed with a primer [5 1 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cdna was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
20.0 and subtraction to Rot = 
370.0. second strand cDNA was 
prepared with the primer adapter 
of sequence [5' 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 

ccccccccccc 3 1 ] . cdna was cl eaved 
with Xhol and BamHI. Vector: a 
modified pBluescript KS(+) after 
bulk excision from Lambda FLC I." 



SEQUENCE (SEQ) : 

1 ccacagacct 
61 cctgaaacat 
121 acagaagaag 
181 aaaacaaatc 
241 cattgcaaat 
301 aaaattaaac 



tatccagcac 
tacttttctt 
aaggatccaa 
atggtgaaaa 
tagtgaaaac 
cttatt 



gtcgatttca 
ggaagcctct 
aggagaatga 
gaagatttaa 
ttggattcct 



ccagctccat 
ttaccccaac 
tcagagagag 
cctgcgggtt 
attacactca 



aggggggtcc 
tttgtttcac 
agagagagat 
acaaaaaaaa 
tgactttaaa 



ttccttgcca 
tccttacact 
cactaggctg 
ataggtcaca 
tttattagtt 
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(GBN) 
(VER) : 
(RN): 



LOCUS (loc): 
GenBank ACC NO 
GenBank VERSION 
CAS REGISTRY NO 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (Cl) : 
DIVISION CODE (CI): 
DATE (DATE): 
DEFINITION (DEF) : 



SOURCE : 
ORGANISM (ORGN) : 



GENBANK . RTM . COPYRIGHT 2004 on STN 

BB108361 GenBank (R) 
BB108361 

BB108361.1 Gl: 8760929 

275745-24-9 

249 

mRNA; linear 
Expressed sequence tag 
27 Jun 2000 

BB108361 RIKEN full-length enriched, adult male urinary 
bladder Mus musculus cDNA clone 9530011B11 3' similar 
to AF076619 Rattus norvegicus molecular adapter rGrbl4 
( ***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
102 a 44 c 39 g 64 t 



NUCLEIC ACID COUNT (NA) 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama Institute 

The Institute of Physical and Chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome- resOgsc . riken. go. jp, 

URL : http : //genome . gsc . ri ken . go . j p/ 

Carninci,P. f Nishiyama, Y. , Westover,A., itoh.M., Nagaoka,S., Sasaki 
,N., Okazaki,Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh,M., Kitsunai f T. f Akiyama,;}., shibata,K., Izawa,M., Kawai,}., 
Tomaru,Y., Carninci,P., Shibata,Y. , Ozawa,Y., Muramatsu ,M. , Okazaki 



,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 



REFERENCE: 

AUTHOR (AU): 



TITLE (TI): 
JOURNAL (SO) 

FEATURES (FEAT) 

Feature Key 



1 (bases 1 to 249) 

Konno,H.; Aizawa,K.; Akahira,s.; Akiyama,3.; 
Arakawa,T.; carninci,P. ; Endo,T.; Fukuda,s.; 
Fukunishi ,Y. ; Hara,A.; Hayatsu,N.; Hirozane,T.; 
Hori,F.; Ishii,Y.; Ishikawa, J . ; lshikawa,T.; ltoh,M.; 
lzawa,M.; Kadota.K.; Kagawa,I.; Kai,c; Kawai,J.; 
Kikuchi.N.; Kiyosawa,H. ; Kojima,Y.; Kondo,s.; Koya,s. 
Kurihara,C; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno.Y.; Nakamura.M. ; 0da,H.; okazaki,Y., ono,T.y; 
0wa,C; Saito,H.; Sakai.C; Sato,K.; shibata.K.; 
shibata,Y. , ; shigemoto,Y. ; Shinagawa,A. ; shiraki ,T. ; 
Sogabe.Y.; Sugahara,Y. , Suzuki, H.,; Suzuki, H.; 
Tagawa,A.; Takahashi , F. ; Tominaga,N.; Toya,T.a; 
Tsunoda,Y.; watahiki,A.; watanabe,s.; Yamamura,T.; 
Yamanaka,I., Yano , R . H ; Yasunishi , A. ; Yokota,T.; 
Yoshida,K.; Yoshiki,A.; Yoshino.M..; Muramatsu,M. ; 
Hayashizaki ,Y. 

RIKEN Mouse ESTs (Konno.H., et al .) 
Unpublished (2000) 



Location 



Qualifier 



source 



1. .249 



/organism= n Mus musculus" 

/db-xref ="taxon : 10090" 

/clone= ,, 953001lBll" 

/clone-lib="RIKEN full-length 

enriched, adult male urinary 

bladder" 

/sex="male" 

/tissue-type="uri nary bladder" 
/dev-stage=" adult" 
/lab-host= f, DHl0B" 
/note="Site-l: Sail; site-2: 
BamHI; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5' 

TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
20.0 and subtraction to Rot - 
370.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5 1 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 

ccccccccccc 3']. cdna was cleaved 
with Xhol and BamHI. vector: a 
modified pBluescript ks(+) after 
bulk excision from Lambda FLC I." 



SEQUENCE (SEQ): 

1 accctatatc tgcaaggatg actatttacc caaactatct ctcactcatt acacaacaga 
61 agaagaagga ttcaaaggag aatgattaga gagagagaga gatcacaagc ctgaaaacaa 
121 atcatggtga aaagaagatt tcacctgcgg gttacaaaaa aaaataggtc acacattcca 
181 aattagtgaa aacttggatt cctattacac tcatgacttt aaatttatta gttaaaatta 



241 aaccttatt 
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LOCUS (LOC) : 
GenBank acc. no. (gbn) 
GenBank VERSION (VER) : 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL) : 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE) : 
DEFINITION (DEF): 



SOURCE: 
ORGANISM (ORGN) 



BB070600 GenBank (R) 
BB070600 

BB070600.1 GI:8580598 
273680-63-0 
270 

mRNA; linear 
Expressed sequence tag 
25 Jun 2000 

BB070600 RIKEN full-length enriched, 15 days embryo 
male testis Mus musculus cDNA clone 8030491O11 3 1 
similar to AF076619 Rattus norvegicus molecular adapt 
rGrbl4 ( ***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (NA) : 93 a 57 c 45 g 75 t 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama Institute 

The Institute of Physical and Chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045 , Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Emai 1 : genome- res@gsc . ri ken . go . j p , 

URL : http : / /genome . gsc . r i ken . go . j p/ 

Carninci,P. f Nishiyama,Y. , Westover,A., Itoh.M., Nagaoka.S., Sasaki 
,N., Okazaki, Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoacti vation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

ltoh,M., Kitsunai,T., Akiyama,J., shibata,K., lzawa,M., Kawai,J., 
Tomaru,Y., carninci,P., shibata,Y., Ozawa,Y. , Muramatsu ,M. , Okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 



REFERENCE: 

AUTHOR (AU) 



TITLE (TI): 
JOURNAL (SO); 



1 (bases 1 to 270) 

Konno,H.; Aizawa,K.; Akahira,s.; Akiyama,J.; 
Arakawa,T.; carninci,P. ; Endo,T.; Fukuda,S.; 
Fukunishi ,Y. ; Hara,A.; Hayatsu,N.; Hirozane,T.; 
Hori,F.; lshii,Y.; lshikawa,J.; lshikawa,T.; ltoh,M.; 
Izawa,M.; Kadota,K.; Kagawa,I.; Kai,C.; Kawai,J,; 
Kikuchi,N.; Kiyosawa,H.; Kojima,Y. ; Kondo,s.; Koya,s. 
Kurihara,C; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M.; Oda,H.; okazaki ,Y. , ono,T.y; 
0wa,C; Saito,H.; Sakai,C; Sato,K.; shibata,K.; 
Shibata, Y. , ; Shigemoto, Y. ; shinagawa,A. ; Shi raki ,T. ; 
Sogabe,Y.; Sugahara,Y., Suzuki, H.,; Suzuki, H.; 
Tagawa,A. ; Takahashi , F. ; Tominaqa,N. ; Toya,T.a; 
Tsunoda,Y.; Watahiki,A.; Watanabe,s.; Yamamura,T.; 
Yamanaka,I., Yano,R.H; Yasunishi ,A. ; Yokota,T.; 
Yoshida,K.; Yoshiki,A.; Yoshino,M..; Muramatsu ,M. ; 
Hayashizaki , Y. 

RIKEN Mouse ESTs (Konno,H., et al.) 
Unpublished (2000) 



FEATURES (FEAT): 

Feature Key Location 

source 1..270 



Qualifier 



/organism="Mus musculus" 
/strain= M c57BL/6J" 
/db-xref="taxon: 10090" 
/clone= ,, 803049loll" 
/clone-lib="RIKEN full-length 
enriched, 15 days embryo male 



testis" 
/sex="male" 
/tissue-type="testis" 
/dev-stage= n 15 days embryo" 
/lab-host="DHlOB" 
/note="Site-l: Sail; Site-2: 
BamHI; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5 1 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3*], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of subtraction to Rot = 
185.0 second strand cDNA was 
prepared with the primer adapter 
of sequence [5' 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3*]. CDNA was cloned 
into the Xhol and BamHI sites, 
vector: a modified pBluescript 
KS(+) after bulk excision from 
Lambda FLC I. Cloning sites, 5' 
end: Sail; 3* end: BamHI" 

SEQUENCE (SEQ): 

1 ctccttcctt ccttgctgca ccaatcctat gtttggatgc ctgcttaacc caactgtgtg 
61 tcactcataa cactacagca gtagatggat ccaatggagg atgattagag agagagagag 
121 agatcacaag cctgcaaaca aatcatggtg aaaagaagat ttcacctccg gcttacaaaa 
181 aaaaatagct cacacattgc aaattagtga aaacttggat tcctattaca ctcatgactt 
241 taaatttatt agttaaaatt aaaccttatt 
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LOCUS (LOC): 

GenBank ACC. NO. (gbn) 

GenBank VERSION (VER) : 

CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL): 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE): 
DEFINITION (DEF) : 



SOURCE: 
ORGANISM (ORGN) : 



GenBank (R) 
Gl: 8451802 



BB045416 
BB045416 
BB045416.1 
272392-50-4 
323 

mRNA; linear 
Expressed sequence tag 
23 Jun 2000 

BB045416 RIKEN full-length enriched, 13 days embryo 
male testis Mus musculus cDNA clone 6030495A12 3' 
similar to AF076619 Rattus norvegicus molecular adapter 
rGrbl4 ( ***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
59 g 88 t 



113 a 63 c 



NUCLEIC ACID COUNT (NA) 
COMMENT : 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences center(GSC), Yokohama Institute 

The institute of Physical and Chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome- resOgsc . riken.go.jp, 

URL : http : //genome . gsc . ri ken . go . j p/ 

Carninci,p., Nishiyama, Y. , Westover,A., Itoh,M., Nagaoka.S., Sasaki 
,N. , okazaki,Y., Muramatsu,M. and Hayashizaki ,Y. 

Thermostabil ization and thermoacti vation of thermolabile enzymes by 



trehalose and its application for the synthesis of full length 
CDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

Itoh.M., Kitsunai ,T. , Akiyama, J . , Shibata,K., Izawa,M. f Kawai,D., 
TomarUjY., Carninci,P., shibata,Y., 0zawa,Y. f Muramatsu ,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 



REFERENCE: 

AUTHOR (AU) 



TITLE (TI): 
JOURNAL (SO) 



1 (bases 1 to 323) 

Konno.H.; Aizawa,K.; Akahira,s.; Akiyama,3.; 
Arakawa,T.; carninci,P. ; Endo,T.; Fukuda,S.; 
Fukunishi ,Y. ; Hara,A.; Hayatsu,N.; Hirozane,T.; 
Hori,F.; lshii,Y.; Ishikawa, J . ; lshikawa,T.; ltoh,M.; 
Izawa,M.; Kadota,K.; Kagawa,I.; Kai,C.; Kawai.3.; 
Kikuchi,N.; Kiyosawa,H.; Kojima,Y.; Kondo,s.; Koya,s, 
Kurihara.C; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M.; oda,H.; okazaki ,Y., 0no f T.y; 
owa,c; saito,H.; sakai,c; sato,K.; Shibata,K.; 
shibata,Y.,; shigemoto, Y. ; shinagawa,A. ; shiraki,T.; 
sogabe,Y.; sugahara,Y. , Suzuki f H.,; Suzuki ,H.; 
Tagawa,A.; Takahashi , F. ; Tominaga,N. ; Toya,T.a; 
Tsunoda,Y.; Watahiki,A.; Watanabe,S.; Yamamura,T. ; 
Yamanaka,l. f Yano , R. H ; Yasunishi ,A. ; Yokota,T.; 
Yoshida,K.; Yoshiki,A.; Yoshino,M..; Muramatsu,M. ; 
Hayashizaki , Y. 

RIKEN Mouse ESTs (Konno,H., et al .) 
Unpublished (2000) 



FEATURES (FEAT): 
Feature Key 



Location 



Qualifier 



source 1..323 /organism="Mus musculus" 

/strain="C57BL/6J" 
/db-xref= M taxon : 10090" 
/clone= n 6030495Al2 M 
/clone-lib="RlKEN full-length 
enriched, 13 days embryo male 
testis' 1 
/sex= n male lf 
/tissue-type= M testis n 
/dev-stage="13 days embryo" 
/lab-host="DHl0B" 
/note="Site-l: Sail; Site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5' 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper, cdna went through one 
round of normalization to Rot = 
5.0 and subtraction to Rot = 
100.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5 ' 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3 1 ]. CDNA was cloned 
into the Xhol and BamHI sites. 
Vector: a modified pBluescript 
ks(+) after bulk excision from 
Lambda FLC i. cloning sites, 5' 



end: Sail; 3' end: BamHI. 



SEQUENCE (SEQ) : 

1 attcccagtt 
61 cttccaaact 
121 ttacactaca 
181 aaggctgtaa 
241 ggtcacacat 
301 attagttaaa 



ctcagacctt atccagctcc ggattacacc acttcacagg 
gaagcattat tgtcctagga tggctgttta gccaaactct 
gaagaagaag gatccaaagg agaatgatta gagagagaga 
acaaatcatg gtgaaaagaa gatttcacct gcgggttaca 
tgcaaattag tgaaaacttg gattcctatt acactcatga 
attaaacctt att 



gggttccttc 
gtttcaatcg 
gagagatcac 
aaaaaaaata 
ctttaaattt 
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LOCUS (LOC): 
GenBank ACC. NO 
GenBank VERSION 
CAS REGISTRY NO 
SEQUENCE LENGTH 
MOLECULE TYPE 
DIVISION CODE 
DATE (DATE): 
DEFINITION (DEF) 



(GBN) 
(VER) : 
(RN): 
(SQL) : 
(CI): 
(CI): 



GenBank (R) 



Gl: 8449083 



SOURCE: 
ORGANISM 



(ORGN) : 



BB042697 
BB042697 
BB042697.1 
272365-31-8 
289 

mRNA ; linear 
Expressed sequence tag 
23 Jun 2000 

BB042697 RIKEN full-length enriched, 13 days embryo 
male testis Mus musculus cDNA clone 6030465G02 3' 
similar to AF076619 Rattus norvegicus molecular adapt 
rGrbl4 ( ***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Muridae; Murinae; Mus 
51 g 72 t 



Sciurognathi ; 
: 104 a 62 c 



RIKEN Genomic 



NUCLEIC ACID COUNT (NA) 
COMMENT : 

contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, 
Sciences Center(GSC), Yokohama Institute 
The Institute of Physical and Chemical Research (RIKEN) 
1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 
Tel: 81-45-503-9222 
Fax: 81-45-503-9216 
Emai 1 : genome- res@gsc . ri ken . go . j p , 
URL : http : //genome . gsc . ri ken . go . j p/ 

Carninci,P., Nishiyama, Y. , Westover,A., ltoh,M., Nagaoka,s., Sasaki 
,N., Okazaki ,Y. , Muramatsu,M. and Hayashizaki ,Y. 

Thermostabilization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

ltoh,M., Kitsunai,T., Akiyama.J., Shibata.K., Izawa,M., Kawai,J., 
Tomaru,Y., Carninci,P., Shibata.Y., Ozawa,Y. , Muramatsu,M. , Okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

web site (http://genome.rtc.riken.go.jp) for 



Please 
further 
REFERENCE: 

AUTHOR (AU) 



visit our 
details . 



1 (bases 1 to 289) 
Konno,H. ; Aizawa,K. ; 
Arakawa.T. ; Carninci 
Fukunishi ,Y. ; Hara,A 
Hori.F.; lshii,Y.; lshikawa,J. 
Izawa , M . ; Kadota , K . ; Kagawa , I 



Akahi ra , S . ; Aki yama , J . ; 
P. ; Endo,T.; Fukuda,s.; 
; Hayatsu,N.; Hirozane,T.; 

ishikawa.T.; ltoh,M. 
Kai,c; Kawai,D.; 



TITLE (Tl): 
JOURNAL (SO) 



Kikuchi,N.; Kiyosawa,H.; Kojima,Y. ; Kondo,s.; Koya,s. 
Kurihara,C; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M.; oda,H.; okazaki, Y., ono,T.y; 
Owa,C; Saito,H.; sakai,c; sato,K.; shibata,K.; 
Shibata,Y. , ; shigemoto,Y. ; shinagawa,A. ; shiraki ,T. ; 
Sogabe,Y.; Sugahara,Y., Suzuki, H.,; Suzuki, H.; 
Tagawa,A.; Takahashi ,F. ; Tominaga,N.; Toya,T.a; 
Tsunoda,Y. ; Watahiki,A.; watanabe,S.; Yamamura,T. ; 
Yamanaka,I., Yano , R. H ; Yasunishi , A. ; Yokota,T. ; 
Yoshida,K.; Yoshiki,A.; Yoshino.M..; Muramatsu,M. ; 
Hayashizaki ,Y. 

RIKEN Mouse ESTs (Konno,H., et al.) 
unpublished (2000) 



FEATURES (FEAT) 



Feature Key 



Location 



Qualifier 



source 1.-289 /organism="Mus musculus" 

/strain="c57BL/63" 
/db-xref="taxon : 10090" 
/clone="6030465G02" 
/clone-lib= n RIKEN full-length 
enriched, 13 days embryo male 
testis" 
/sex="male M 
/tissue-type=" testis" 
/dev-stage="13 days embryo" 
/l ab-host= M DHlOB" 
/note="site-l: sail; Site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5' 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
tnermo-acti vated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
5.0 and subtraction to Rot = 
100.0. second strand cDNA was 
prepared with the primer adapter 
of sequence [5 1 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3*]. cDNA was cloned 
into the Xhol and BamHI sites. 
Vector: a modified pBluescript 
KS(+) after bulk excision from 
Lambda FLC I. Cloning sites, 5' 
end: Sail; 3' end: BamHI." 

SEQUENCE (SEQ): 

1 tctaccacta cacacggggt ctttcccccc aaccagcagc attactgtcc taggatcccc 
61 gtttacccta actctgtgtc actcgttaca ccacagaaga agaaggatcc aaaggagaat 
121 gattagagag agagagagag atcacaaggc tgaatacaaa tcatggtgaa aagaagattt 
181 cacctgcggg ttacaaaaaa aaaataggtc acacattgca aattagtgaa aacttggatt 
241 cctattacac tcatgacttt aaatttatta gttaaaatta aaccttatt 
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LOCUS (LOC): 
GenBank acc. NO. (GBN) : 
GenBank version (VER) 

CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE): 
DEFINITION (DEF): 



SOURCE: 
ORGANISM (ORGN) 



GenBank (R) 
Gl: 8443991 



BB037605 
BB037605 
BB037605.1 
272314-39-3 
237 

mRNA; linear 
Expressed sequence tag 
23 Jun 2000 

BB037605 RIKEN full-length enriched, 13 days embryo 
forelimb Mus musculus cDNA clone 5930428O12 3* similar 
to AF076619 Rattus norvegicus molecular adapter rGrbl4 
( ***crbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; Chordata; craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
sciurognathi ; Muridae; Murinae; Mus 
40 g 63 t 



50 c 



NUCLEIC ACID COUNT (NA) : 84 a 
COMMENT : 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 
sciences Center(GSC), Yokohama institute 



The institute of Physical and chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Emai 1 : genome- res@gsc . r i ken . go . j p , 

URL : http : //genome . gsc . ri ken . go . j p/ 

Carninci, P., Nishiyama,Y. , Westover,A., Itoh,M., Nagaoka,s., Sasaki 
,N., okazaki, Y., Muramatsu,M. and Hayashizaki , Y. 

Thermostabil ization and thermoactivation of thermolabile enzymes by 
trehalose and its application for the synthesis of full length 
cDNA. Proc. Natl. Acad. Sci . U.S.A. 95 (2), 520-524 (1998) 

itoh.M., Kitsunai,T., Akiyama,J., Shibata,K., lzawa,M., Kawai,J., 
Tomaru,Y., Carninci, P., Shibata,Y., Ozawa,Y., Muramatsu ,M. , Okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci ,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 



REFERENCE: 

AUTHOR (AU) : 



TITLE (TI) : 
JOURNAL (SO): 



1 (bases 1 to 237) 

Konno,H.; Aizawa,K.; Akahira,S.; Akiyama,J.; 
Arakawa,T.; Carninci ,P. ; Endo,T.; Fukuda,S.; 
Fukunishi ,Y. ; Hara,A.; Hayatsu,N.; Hirozane,T.; 
Hori,F.; Ishii,Y.; lshikawa,J.; Ishikawa,T.; Itoh,M.; 
Izawa,M.; Kadota,K.; Kagawa,l.; Kai,c; Kawai,J.; 
Kikuchi,N.; Kiyosawa,H.; Kojima,Y.; Kondo,S.; Koya,S.; 
Kurihara,c; Kusakabe,M., Matsuyama,T. ; Miki,R.; 
Mizuno,Y.; Nakamura,M.; oda,H.; Okazaki, Y., ono,T.y; 
owa,c; saito,H.; Sakai,C; Sato,K.; Shibata.K.; 
shibata,Y.,; shigemoto, Y. ; shinagawa, A. ; Shiraki,T.; 
sogabe,Y.; sugahara,Y., Suzuki, H.,; Suzuki, H.; 
Tagawa,A.; Takahashi , F. ; Tominaga,N.; Toya,T.a; 
Tsunoda,Y.; Watahiki,A.; Watanabe,s.; Yamamura,T.; 
Yamanaka f I., Yano , R . H ; Yasunishi ,A. ; Yokota,T. ; 
Yoshida,K.; Yoshiki,A.; Yoshino,M..; Muramatsu ,M. ; 
Hayashizaki ,Y. 

RIKEN Mouse ESTs (Konno,H., et al.) 
Unpublished (2000) 



FEATURES (FEAT): 
Feature Key 



Location 



Qua! ifier 



source 1..237 /organism="Mus musculus" 

/strain= ,, c57BL/6J M 
/db-xref= M taxon : 10090" 
/clone="59304280l2" 
/ cl one-1 i b= M RIKEN full-length 
enriched, 13 days embryo forelimb" 
/sex= n mixed M 
/tissue-type="forel imb" 
/dev-stage="13 days embryo" 
/lab-host="DHl0B" 
/note="site-l: sail; site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5 1 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
10.0 and subtraction to Rot = 
100.0. Second strand cDNA was 



prepared with the primer adapter 
of sequence [5' 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3']. CDNA was cloned 
into the Xhol and BamHI sites. 
Vector: a modified pBluescript 
KS(+) after bulk excision from 
Lambda FLC I. cloning sites, 5' 
end: Sail; 3* end: BamHI." 

SEQUENCE (SEQ) : 

1 ggattgctct tttcccaaac tgtacctcac tccttacacc acaggagcag aaggatcccc 
61 cggagaatga ttagagagag agagagaaat cacatggctg aaaacaaatc ttggtgaaaa 
121 ccagatttca cctccgggtt accaaaaaaa ataggtcaca ctttccaaat tagtgaaaac 
181 ttggattcct attacactca tgactttaaa tttattagtt aaaattaaac cttattg 
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LOCUS (LOC) : 

GenBank acc. no. (gbn) : 
GenBank version (ver) 

CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE) : 
DEFINITION (DEF): 

SOURCE : 
ORGANISM (ORGN) : 



NUCLEIC ACID COUNT (NA) 
REFERENCE: 

AUTHOR (AU): 

TITLE (TI): 



JOURNAL (SO): 
OTHER SOURCE (OS) : 
REFERENCE: 

AUTHOR (AU): 
TITLE (TI): 
JOURNAL (SO): 



GENBANK. RTM. COPYRIGHT 2004 on STN 

AF155647 GenBank (R) 
AF155647 

AF155647.1 GI:7262856 

259713-78-5 

1978 

mRNA; linear 

Rodents 

19 Mar 2000 

Mus musculus adaptor protein ***grb14*** ( 

***Grbl4*** ) mRNA, complete cds. 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
: 559 a 491 c 492 g 436 t 

1 (bases 1 to 1978) 
Reilly,J.F.; Mickey, G.; Maher,P.A. 

Association of fibroblast growth factor receptor 1 with 

the adaptor protein ***Grbl4*** . Characterization 

of a new receptor binding partner 

J. Biol. Chem., 275 (11), 7771-7778 (2000) 

CA 132:330035 

2 (bases 1 to 1978) 
Reilly,J.F.; Mickey,G.; Maher,P.A. 
Direct Submission 

Submitted (01-JUN-1999) Cell Biology, The Scripps 
Research Institute, 10550 N. Torrey Pines Rd., CAL-3, 
La Jolla, CA 92037, USA 



FEATURES (FEAT): 

Feature Key Location 

source 1..1978 



5 'UTR 

gene 

CDS 



1. .122 
1. .1978 
123. .1739 



Qualifier 

/organism="Mus musculus" 

/db-xref="taxon : 10090" 

/cell-line-"NlH/3T3" 

/gene="Grbl4" 

/gene="Grbl4" 

/gene="Grbl4" 

/note="member of Grb7 family" 
/codon-start=l 

/product="adaptor protein GRB14" 

/protei n-i d="AAF43996 . 1" 

/db-xref="GI: 7262857" 

/ 1 r an s 1 at i o n= ' ' MTTS LQDGQS AAGRAGAQDS 

PLAVQVCRVAQGKGDAQDPAQVPG 

LHALS PASDATLRGAIDRRKMKDLDVLEKPPI PN 

PFPELCCSPLTSVLSAGLFPRANS 

RKKQVIKVYSEDETSRALEVPSDITARDVCQLLI 

LKNHYVDDNSWTLFEHLSHIGLER 

TVEDHELPTEVLSHWGVEEDNKLYLRKNYAKYEF 

FKNPMYFFPEHMVSFAAEMNGDRS 

PTQILQVFLSSSTYPEIHGFLHAKEQGKKSWKKA 

YFFLRRSGLYFSTKGTSKEPRHLQ 

LFSEFSTSHVYMSLAGKKKHGAPTPYGFCLKPNK 

AGGPRDLKMLCAEEEQSRTCWVTA 

IRLLKDGMQLYQNYMHPYQGRSACNSQSMSPMRS 

VSENSLVAMDFSGEKSRVIDNPTE 



3'UTR 



1740. .1978 



ALSVAVEEGLAWRKKGCLRLGNHGSPSAPSQSSA 

VNMALHRSQPWFHHRISRDEAQRL 

IIRQGPVDGVFLVRDSQSNPRTFVLSMSHGQKIK 

HYQIIPVEDDGELFHTLDDGHTKF 

TDLIQLVEFYQLNRGVLPCKLKHYCARMAV" 

/gene="Grbl4" 



SEQUENCE (SEQ) : 

1 gcggccctgc caccgcacct gcaaggcgct cgctgcctgc aaccgctcgg ctctgctcgc 
61 ccccagccct tcgtagcttt cgcctcgcgg tcgatgactc cctagacccc tggcctacga 
121 ccatgaccac gtccctgcaa gacgggcaga gcgccgcggg ccgggcaggc gcccaggatt 
181 cgccgctggc agtgcaggtg tgccgcgttg cccagggcaa gggagacgcc caggacccgg 
241 cgcaggtccc cggactgcac gcgctgtccc ccgcctccga tgcgaccctc cgcggtgcca 
301 tagacaggag aaaaatgaaa gatctggatg ttctggaaaa gccacccatt cccaacccct 
361 ttcctgagct ctgctgctct ccgcttacat ctgtgctgtc agcaggcctg tttcccaggg 
421 ccaattcaag gaagaagcag gtgattaaag tttacagcga ggatgaaacc agcagagcat 
481 tagaggtgcc cagtgacatc acagcccgag atgtttgcca gctgttgatc ctgaagaacc 
541 actatgtgga cgacaacagc tggacccttt ttgagcacct atctcacata ggtttagaaa 
601 gaaccgtaga ggaccacgag ctgccaactg aagtgctgtc tcactgggga gtggaagaag 
661 acaataagct gtatcttaga aagaattatg ccaaatatga attttttaag aacccaatgt 
721 atttctttcc agagcacatg gtgtcttttg cagctgaaat gaatggtgac agatccccta 
781 cacagatact gcaggtgttt ttaagctcca gcacgtatcc tgaaatccat ggcttcttac 
841 atgcaaagga acagggaaag aagtcttgga aaaaagctta cttttttctc agaagatctg 
901 gcttatattt ttctactaaa ggcacatcca aggaaccacg gcatttgcag cttttcagtg 
961 aattcagcac tagtcacgtt tatatgtcac tggcaggaaa aaaaaaacac ggagcgccaa 
1021 ctccctatgg attctgctta aagcctaaca aagcaggagg gccccgggac ctgaaaatgc 
1081 tctgtgcaga agaagagcag agcaggacgt gctgggtgac cgccatccga ctgctgaagg 
1141 atggcatgca gctgtatcag aattatatgc atccatacca aggtagaagc gcctgcaatt 
1201 ctcagagcat gtcacccatg agaagcgtat cagagaattc cctagtagca atggacttct 
1261 caggtgagaa gagcagagtc atagacaacc ccactgaagc gctttcggtt gctgttgagg 
1321 aaggcctcgc gtggaggaaa aaaggctgtt tacgcctggg gaatcacgga agccccagtg 
1381 ccccctccca gagctctgct gtgaacatgg ctctccatcg gtcccaacca tggtttcacc 
1441 acagaatttc cagagatgag gctcagcggc tgatcattcg gcaggggcct gtggatggag 
1501 ttttcttggt acgggatagt cagagtaacc ccagaacttt tgtactgtca atgagtcatg 
1561 gacaaaagat aaaacactat caaattatac ccgtagaaga tgatggtgag ctgttccata 
1621 ctctggatga tggccatacg aagttcacag acctcatcca gctggtggag ttctaccagc 
1681 tcaacagggg ggtccttcct tgcaagctga agcattactg tgctaggatg gctgtttagc 
1741 caaactgtgt gtcactcgtt acactacaga agaagaagga tgcaaaggag aatgattaga 
1801 gagagagaga gagatcacaa ggctgaaaac aaatcatggt gaaaagaaga tttcacctgc 
1861 gggttacaaa aaaaaatagg tcacacattg caaattagtg aaaacttgga ttcctattac 
1921 actcatgact ttaaatttat tagttaaaat taaaccttat taaaaaaaaa aaaaaaaa 
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LOCUS (LOC) : 
GenBank ACC. NO. (GBN) 
GenBank VERSION (VER) 
CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE) : 
DEFINITION (DEF): 



SOURCE: 
ORGANISM (ORGN) 



AV362938 GenBank (R) 
AV362938 

AV362938.1 Gl: 6410585 
249018-61-9 
207 

mRNA ; linear 
Expressed sequence tag 
14 Nov 1999 

AV362938 RIKEN full-length enriched, 15 days embryo 
male testis Mus musculus cDNA clone 8030405L12 3' 
similar to AF076619 Rattus norvegicus molecular adapter 
rGrbl4 ( ***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (NA) : 76 a 37 c 34 g 60 t 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama Institute 

The Institute of Physical and Chemical Research (RIKEN) 

1-7-22 suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome- res@gsc . riken.go.jp, 

URL : http : //genome . gsc . ri ken . go . jp/ 

Sasaki, N., lzawa,M., watahiki ,M. , ozawa,K., Tanaka,T., Yoneda,Y., 
Matsuura,s., Carninci,P., Muramatsu,M. , okazaki,Y. and Hayashizaki 

Transcriptional sequencing: A method for DNA sequencing using RNA 



polymerase. Proc. Natl. Acad. Sci . U.S.A. 95 (7), 3455-3460 (1998) 
ltoh,M., Kitsunai,T., Akiyama,J., shibata,K., lzawa,M., Kawai,J., 
Tomaru,Y., Carninci,P., Shibata,Y., ozawa,Y., Muramatsu ,M. , okazaki 
,Y. and Hayashizaki , Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19 r 44 (1999) 

web site (http://genome.rtc.riken.go.jp) for 



Please visit our 
further details. 
REFERENCE: 

AUTHOR (AU) : 



TITLE (TI) : 
JOURNAL (SO) : 

FEATURES (FEAT): 
Feature Key 



1 (bases 1 to 207) 

Konno,H.; Aizawa,K.; Akahira,s.; Aki yama , J . ; 
carninci,P.; Endo,T.; Fukuda,S.; Fukunishi ,Y. ; Hara,A. 
Hayatsu,N.; Hirozane,T.; Hori,F.; lshii,Y.; 
Ishikawa,T.; Itoh,M.; Izawa.M.; Kadota,K.; Kagawa,I.; 
Kai,c.?; Kawai,J.; Kikuchi.N.; Kojima,Y.; Koya,S.; 
Kusakabe,M.; Matsuyama,T. ; Miki,R.; Mizuno,Y.; 
Nakamura,M. ; oda,H.; okazaki ,Y. ; owa,c. ; Ozawa,Y.; 
Saito f H.; Sano,M.; Sato,K. ; Shibata,K.; Shibata,Y. ; 
shigemoto ,Y. ; shiraki,T.; sogabe,Y.; Sugahara.Y.; 
Suzuki, H.; Suzuki, H.; Takahashi , F. ; Tateno,M.; 
Tominaga,N.; Tsunoda,Y. ; Watahiki,A.; Watanabe,S.; 
Yamamura,T.; Yasunishi , A. ; Yokota,T.; Yoshiki.A.; 
Yoshino,M.; Muramatsu ,M. ; Hayashizaki ,Y. 
RIKEN Mouse ESTs (Konno,H., et al . 1999) 
Unpublished (1999) 



Location 



Qualifier 



source 1..207 /organism="Mus musculus" 

/strain= M C57BL/6J" 
/db-xref="taxon : 10090" 
/clone= M 8030405Ll2 M 
/ cl one-1 i b= M RIKEN full-length 
enriched, 15 days embryo male 
testis" 
/sex= n male n 
/tissue-type= n testis" 
/dev-stage= lf 15 days embryo" 
/lab-host="DHl0B n 
/note="site-l: sail; Site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5* 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
tnermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of subtraction to Rot = 
185.0 Second strand cDNA was 
prepared with the primer adapter 
of sequence [5' 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
CCCCCCCCCCC 3']. cDNA was cloned 
into the Xhol and BamHl sites. 
Vector: a modified pBluescript 
KS(+) after bulk excision from 
Lambda FLC I. cloning sites, 5 1 
end: Sail; 3 1 end: BamHl" 



SEQUENCE (SEQ): 

1 attttttctc tacagcagga gaaggatccc aaggagaatg attagagaga gagagagaca 
61 tcaccagcct gaaaacaaat tatgctgcac aggagatttc acctccggct tactaaagaa 



121 aatagttcac acattccaaa ttagtgaaaa cttggattcc tattacaatc ttgactttaa 
181 atttattagt taaaatttaa ccttatt 
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LOCUS (LOC) : 

GenBank ACC. NO. (GBN) : 

GenBank version (ver) : 

CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL): 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE): 
DEFINITION (DEF): 



SOURCE: 
ORGANISM (ORGN): 



AV355587 GenBank (R) 
AV355587 

AV355587.1 Gl:6396644 

248828-30-0 

231 

mRNA; linear 
Expressed sequence tag 
12 Nov 1999 

AV355587 RIKEN full-length enriched, adult male adrenal 
gland Mus musculus cDNA clone 7330413L18 3' similar to 
AF076619 Rattus norvegicus molecular adapter rGrbl4 ( 

***Grbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
sciurognathi ; Muridae; Murinae; Mus 
36 g 70 t 



32 c 



NUCLEIC ACID COUNT (NA) : 93 a 
COMMENT: 

contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama institute 

The Institute of Physical and chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome-res@gsc. riken.go.jp, 

URL : http : //genome . gsc . ri ken . go . jp/ 

Sasaki, N., lzawa,M., Watahiki ,M. , Ozawa,K., Tanaka,T., Yoneda.Y., 
Matsuura,s., carninci,P., Muramatsu,M. , okazaki,Y. and Hayashizaki 
,Y. 

Transcriptional sequencing: A method for DNA sequencing using RNA 
polymerase. Proc. Natl. Acad. Sci . U.S.A. 95 (7), 3455-3460 (1998) 

ltoh,M., Kitsunai,T., Akiyama,J., shibata,K., Izawa,M., Kawai,J., 
Tomaru.Y., Carninci,P., shibata,Y., ozawa,Y., Muramatsu,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 

1 (bases 1 to 231) 

Konno.H.; Aizawa,K.; Akahira,s.; Akiyama,D.; 
Carninci,P.; Endo,T.; Fukuda,S.; Fukunishi , Y. ; Hara,A.; 
Hayatsu,N.; Hirozane,T.; Hori,F.; lshii,Y.; 
Ishikawa,T.; ltoh,M.; Izawa,M.; Kadota,K.; Kagawa,I.; 
Kai,c.?; Kawai,J.; Kikuchi,N.; Kojima,Y.; Koya,S.; 
Kusakabe,M.; Matsuyama.T. ; Miki,R.; Mizuno,Y.; 
Nakamura,M.; oda.H.; okazaki, Y. ; owa,C; ozawa,Y.; 
saito,H.; sano,M.; sato,K.; shibata,K.; shibata,Y. ; 
shigemoto,Y. ; shiraki,T.; sogabe,Y.; Sugahara,Y.; 
Suzuki ,H.; Suzuki, H.; Takahashi , F. ; Tateno,M.; 
Tominaga,N.; Tsunoda,Y. ; Watahiki, A.; Watanabe,s.; 
Yamamura,T.; Yasunishi , A. ; Yokota,T.; Yoshiki,A.; 
Yoshino,M. ; Muramatsu,M. ; Hayashizaki ,Y. 
RIKEN Mouse ESTs (Konno,H., et al . 1999) 
Unpublished (1999) 



REFERENCE: 

AUTHOR (AU) 



TITLE (TI): 
JOURNAL (SO): 



FEATURES (FEAT): 

Feature Key Location 

source 1..231 



Qualifier 

/organism="Mus musculus" 
/strain= M c57BL/6J" 
/db-xref="taxon: 10090" 
/clone= M 7330413Ll8 u 
/clone-lib="RIKEN full-length 
enriched, adult male adrenal 
gland" 
/sex="male" 



/tissue-type="adrenal gland" 
/dev-stage="adult" 
/lab-host="DHlOB" 
/note="site-l: Sail; site-2: 
BamHl; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5' 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper, cdna went through one 
round of normalization to Rot = 
10.0 and subtraction to Rot = 
185.0. second strand cDNA was 
prepared with the primer adapter 
of sequence [5 1 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
ccccccccccc 3']. cdna was cloned 
into the Xhol and BamHl sites, 
vector: a modified pBluescript 
KS(+) after bulk excision from 
Lambda FLC I. cloning sites, 5' 
end: Sail; 3' end: BamHl" 

SEQUENCE (SEQ): 

1 gctttttacc ctaattatct ttcaattttt atactacaga agaagaagca tccaaaggag 
61 aatgattaga gagagagaga gaaatcacaa ggctgaaaac aaattatggt gaaaagaaga 
121 tttcacctgc gggttacaaa aaaaaatagt tcacacattg caaattagtg aaaacttgga 
181 ttcctattac attcatgact ttaaatttat tagtttaaat taaaccttat t 
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LOCUS (LOC): AV335961 GenBank (R) 

GenBank ACC. NO. (GBN) : AV335961 

GenBank VERSION (VER) : AV335961.1 GI:6376013 

CAS REGISTRY NO. (RN) : 248628-93-5 

SEQUENCE LENGTH (SQL): 193 

molecule TYPE (CI) : mRNA; linear 

DIVISION CODE (CI): Expressed sequence tag 

DATE (DATE) : 11 NOV 1999 

DEFINITION (DEF): AV335961 RIKEN full-length enriched, adult male medulla 

oblongata Mus musculus cDNA clone 6330578M15 3' similar 
to AF076619 Rattus norvegicus molecular adapter rGrbl4 
( ***crbl4*** ) mRNA, mRNA sequence. 

SOURCE: house mouse. 

ORGANISM (ORGN): MUS musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 

Euteleostomi ; Mammalia; Eutheria; Rodentia; 

sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (NA) : 73 a 32 c 35 g 52 t 1 others 
COMMENT : 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama institute 

The Institute of Physical and chemical Research (RIKEN) 

1-7-22 suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome-res@gsc. riken.go.jp, 

URL : http : //genome . gsc . r i ken . go . j p/ 

Sasaki, N., lzawa,M., Watahiki ,M. , ozawa,K., Tanaka,T., Yoneda,Y., 
Matsuura,S., Carninci.P., Muramatsu,M. , okazaki,Y. and Hayashizaki 

Transcriptional sequencing: A method for DNA sequencing using RNA 
polymerase, proc. Natl. Acad, sci . U.S.A. 95 (7), 3455-3460 (1998) 



REFERENCE: 

AUTHOR (AU): 



itoh,M., Kitsunai ,T. , Akiyama, 3 . , shibata,K., Izawa,M., Kawai,J., 
Tomaru,Y., carninci,p., shibata,Y. , ozawa,Y., Muramatsu,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
carninci,p. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 

1 (bases 1 to 193) 

Konno,H.; Aizawa,K.; Akahira,S.; Akiyama, J.; 
Carninci.P.; Endo,T.; Fukuda,S.; Fukunishi , Y. ; Hara,A. 
Hayatsu,N.; Hirozane,T.; Hori,F.; lshii,Y.; 
lshikawa,T.; ltoh,M.; Izawa,M.; Kadota,K.; Kagawa, I.; 
Kai,c.?; Kawai f J.; Kikuchi,N.; Kojima,Y.; Koya,S.; 
Kusakabe,M.; Matsuyama,T. ; Miki,R.; Mizuno,Y.; 
Nakamura,M.; oda,H.; Okazaki, Y.; Owa,C; ozawa,Y.; 
Saito,H.; Sano,M.; Sato.K.; shibata,K.; shibata,Y. ; 
Shigemoto,Y. ; Shiraki,!.; Sogabe,Y.; Sugahara,Y.; 
Suzuki, H.; Suzuki, H.; Takahashi , F. ; Tateno.M.; 
Tominaga,N.; Tsunoda,Y. ; Watahiki,A.; Watanabe,S.; 
Yamamura,T,; Yasunishi ,A. ; Yokota,T. ; Yoshiki,A.; 
Yoshino.M.; Muramatsu,M. ; Hayashizaki ,Y. 
TITLE (Tl): RIKEN Mouse ESTs (Konno,H., et al . 1999) 

JOURNAL (SO): Unpublished (1999) 



FEATURES (FEAT): 

Feature Key Location 

source 1. .193 



Qua! ifier 

/organism="Mus musculus" 
/strain="c57BL/6J" 
/db-xref ="taxon : 10090" 
/clone="6330578Ml5 M 
/clone-lib= ,, RlKEN full-length 
enriched, adult male medulla 
oblongata" 
/sex= rf male" 

/tissue-type="medulla oblongata" 
/dev-stage="adult" 
/lab-host="DHlOB" 
/note="site-l: Sail; site-2: 
BamHI; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5 1 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
10.0 and subtraction to Rot = 
100.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5 ' 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 

ccccccccccc 3 1 ]. cDNA was cloned 
into the xhoi and BamHI sites. 
Vector: a modified pBluescript 
KS(+) after bulk excision from 
Lambda FLC I. cloning sites, 5 1 
end: sail; 3 1 end: BamHI" 

SEQUENCE (SEQ): 

1 aagaaagaag ggatcccaag gagcatgatt agagagagag aagagataac caggctgcac 
61 accaatcatg gtgcaaagaa gaattttcac tttcgggtaa ccnactaata gctcacacat 



121 ttcaaattag tggaaacttg gattcctatt acattcatga ctttaaattt attagttaaa 
181 attaaacctt att 
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LOCUS (LOC): 

GenBank ACC. NO. (gbn); 
GenBank VERSION (VER) : 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL) : 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE): 
DEFINITION (DEF): 



GenBank (R) 
GH6367759 



SOURCE: 
ORGANISM (ORGN) : 



AV327707 
AV327707 
AV327707.1 
248487-17-4 
286 

mRNA; linear 
Expressed sequence tag 
11 Nov 1999 

AV327707 RIKEN full-length enriched, adult male medulla 
oblongata Mus musculus cDNA clone 6330436D10 3' similar 
to AF076619 Rattus norvegicus molecular adapter rGrbl4 
( ***crbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (NA) : 105 a 52 c 53 g 76 t 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

sciences center(GSC), Yokohama Institute 

The institute of Physical and chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Emai 1 : genome- res@gsc . ri ken . go . j p , 

URL : http : / /genome . gsc . ri ken . go . jp/ 

Sasaki, N., lzawa,M., Watahiki ,M. , Ozawa,K., Tanaka,T., Yoneda,Y. , 
Matsuura,s., Carninci,P. f Muramatsu ,M. , okazaki,Y. and Hayashizaki 
,Y. 

Transcriptional sequencing: A method for DNA sequencing using RNA 
polymerase. Proc. Natl. Acad. Sci . U.S.A. 95 (7), 3455-3460 (1998) 

ltoh,M., Kitsunai,T., Akiyama,J., Shibata,K., Izawa,M., Kawai,D., 
Tomaru,Y., Carninci,P., Shibata,Y., Ozawa,Y., Muramatsu ,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
carnincijP. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 
REFERENCE: 1 (bases 1 to 286) 

AUTHOR (AU): Konno,H.; Aizawa,K.; Akahira.S.; Akiyama,J.; 

Carninci,P.; Endo,T.; Fukuda.s.; Fukunishi , Y. ; Hara,A.; 
Hayatsu,N.; Hirozane,T.; Hori,F.; lshii,Y.; 
Ishikawa,T.; ltoh,M.; lzawa,M.; Kadota,K.; Kagawa,I.; 
Kai.C.?; Kawai,J.; Kikuchi,N.; Kojima,Y.; Koya,S.; 
Kusakabe.M.; Matsuyama,T. ; Miki,R.; Mizuno,Y.; 
Nakamura,M.; oda,H.; Okazaki, Y. ; Owa,c. ; Ozawa,Y.; 
Saito,H.; Sano,M.; Sato,K.; shibata,K.; shibata,Y. ; 
shigemoto, Y. ; shiraki,T.; Sogabe,Y.; Sugahara,Y. ; 
Suzuki, H.; Suzuki, H.; Takahashi , F. ; Tateno,M.; 
Tominaga,N.; Tsunoda,Y. ; Watahiki,A.; Watanabe,s.; 
Yamamura.T.; Yasunishi ,A. ; Yokota,T.; Yoshiki,A.; 
Yoshino,M.; Muramatsu ,M. ; Hayashizaki ,Y. 
RIKEN Mouse ESTs (Konno.H., et al . 1999) 
Unpublished (1999) 



TITLE (TI): 
JOURNAL (SO) : 

FEATURES (FEAT) : 
Feature Key 



Location 



Qualifier 



source 1. .286 /organism="Mus musculus" 

/strain="C57BL/6J" 
/db-xref="taxon: 10090" 
/clone="6330436Dl0" 
/ cl one-1 i b= M RIKEN full -length 
enriched, adult male medulla 
oblongata" 
/sex="male M 



/tissue-type= ,, medulla oblongata" 
/dev-stage="adult" 
/lab-host="DHlOB" 
/note="site-l: Sail; Site-2: 
BamHl; cdna library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5' 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
10.0 and subtraction to Rot = 
100.0. Second strand cDNA was 
prepared with the primer adapter 
of sequence [5 1 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 

ccccccccccc 3']. cdna was cloned 
into the xhol and BamHI sites. 
Vector: a modified pBluescript 
ks(+) after bulk excision from 
Lambda FLC I. cloning sites, 5' 
end: sail; 3' end: BamHI" 

SEQUENCE (SEQ) : 

1 gcaccagtca tcagggcctc cttcctccca aactgaagca ttattatgct aggatggctg 
61 ttcagccata ctcttctcat tcttatacta cagaagaaga aggatgccaa aggagaatga 
121 ttagagagag agagagagat cacaaggctg aaaacaaatc atggtgaaaa gaagatttca 
181 cctgcgggtt acaaaaaaaa ataggtcaca cattgcaaat tagtgaaaac ttggattcct 
241 attacattca tgactttaaa tttattagtt aaaattaaac cttatt 
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LOCUS (LOC): AV321727 GenBank (R) 

GenBank ACC. NO. (GBN) : AV321727 



GenBank version (VER) 

CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 



AV321727.1 Gl:6291562 

247815-00-5 

253 



MOLECULE TYPE (CI) : mRNA; linear 
DIVISION CODE (CI) : Expressed sequence tag 
DATE (DATE) : 9 Nov 1999 

DEFINITION (DEF): AV321727 RIKEN full-length enriched, 13 days embryo 

male testis Mus musculus cDNA clone 6030436014 3' 
similar to AF076619 Rattus norvegicus molecular adapter 
rGrbl4 ( ***crbl4*** ) mRNA, mRNA sequence. 

SOURCE: house mouse. 

ORGANISM (ORGN): Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 

NUCLEIC ACID COUNT (NA) : 84 a 46 c 45 g 78 t 

COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

Sciences Center(GSC), Yokohama Institute 

The Institute of Physical and chemical Research (RIKEN) 

1-7-22 suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel: 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome-res@gsc.riken.go.jp, 

URL : http : //genome . gsc . ri ken . go . j p/ 

Sasaki, N., Izawa,M., Watahiki,M. f ozawa,K., Tanaka,T., Yoneda,Y, , 
Matsuura,S., carninci,P., Muramatsu,M. , 0kazaki,Y. and Hayashizaki 

* Y . 

Transcriptional sequencing: A method for DNA sequencing using RNA 



polymerase. Proc. Natl. Acad, sci . U.S.A. 95 (7), 3455-3460 (1998) 
ltoh,M., Kitsunai,T., Akiyama,:)., shibata,K., Izawa,M., Kawai,J., 
Tomaru,Y., carninci,P., shibata,Y., ozawa,Y., Muramatsu,M. f okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 



REFERENCE: 

AUTHOR (AU) : 



TITLE (TI) : 
JOURNAL (SO) 

FEATURES (FEAT) 
Feature Key 



1 (bases 1 to 253) 

Konno,H.; Aizawa,K.; Akahira,s.; Akiyama,:).; 
carninci,P.; Endo,T.; Fukuda,s.; Fukunishi , Y. ; Hara,A. 
Hayatsu,N.; Hirozane,T.; Hori,F.; lshii,Y.; 
Ishikawa,T.; Itoh,M.; Izawa,M.; Kadota,K.; Kagawa,l.; 
Kai,c.?; Kawai,J.; Kikuchi,N.; Kojima,Y.; Koya,s.; 
Kusakabe,M.; Matsuyama,T. ; Miki,R.; Mizuno,Y.; 
Nakamura,M.; oda,H.; okazaki ,Y.; owa,c. ; ozawa,Y. ; 
Saito,H.; Sano,M.; Sato,K.; Shibata,K.; shibata,Y. ; 
shigemoto,Y. ; shiraki,T.; Sogabe,Y.; sugahara,Y.; 
Suzuki, H.; Suzuki, H.; Takahashi , F. ; Tateno,M.; 
Tominaga,N.; Tsunoda,Y.; Watahiki,A.; Watanabe,s.; 
Yamamura,T.; Yasunishi ,A. ; Yokota,T. ; Yoshiki.A.; 
Yoshino,M.; Muramatsu,M. ; Hayashizaki ,Y. 
RIKEN Mouse ESTs (Konno.H., et al . 1999) 
Unpublished (1999) 



Location 



Qua! ifier 



source 1..253 /organism="Mus musculus" 

/strain="c57BL/6J n 
/db-xref="taxon : 10090" 
/clone="6030436ol4" 
/clone-lib="RlKEN full-length 
enriched, 13 days embryo male 
testis" 
/sex="mal e" 
/tissue-type="testis" 
/dev-stage="13 days embryo" 
/l ab-host="DHl0B" 
/note="Site-l: Sail; Site-2: 
BamHI; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic sciences Center and 
Genome Science Laboratory in 
RIKEN . Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cDNA was 
primed with a primer [5 1 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. cDNA went through one 
round of normalization to Rot = 
5.0 and subtraction to Rot = 
100.0. second strand cDNA was 
prepared with the primer adapter 
of sequence [5 f 

GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 

ccccccccccc 3']. cdna was cloned 
into the xhol and BamHI sites. 
Vector: a modified pBluescript 
KS(+) after bulk excision from 
Lambda FLC I. Cloning sites, 5 1 
end: Sail; 3' end: BamHI." 



SEQUENCE (SEQ) : 

1 gcagccttac tgtgatcggc ttcctctttc cccaaactct cttttactcc tttatctaca 



61 gtagaagcag gttgcaagcg agaatgatta gagagtgaga gtgagattac caggctgata 
121 acaattcatg gtgaaaagaa gatttcacct gcgggttaca aaaaaaaata ggtcacacat 
181 tgcaaattag tgaaaacttg gattcctatt acattcatga ctttaaattt attagttaaa 
241 attaaacctt att 



L2 ANSWER 131 OF 156 
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LOCUS (loc): AV259119 GenBank (R) 

GenBank ACC. no. (GBN) : AV259119 



GenBank version (ver) 

CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE) : 
DEFINITION (DEF): 



SOURCE: 
ORGANISM (ORGN) 



AV259119.1 Gl: 6246578 
246989-25-3 
230 

mRNA; linear 
Expressed sequence tag 
4 Nov 1999 

AV259119 RIKEN full-length enriched, adult male testis 
(DH10B) Mus musculus CDNA clone 4930403H14 3' similar 
to AF076619 Rattus norvegicus molecular adapter rGrbl4 
( ***crbl4*** ) mRNA, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 
NUCLEIC ACID COUNT (na) : 103 a 27 c 34 g 66 t 
COMMENT: 

Contact: Yoshihide Hayashizaki 

Laboratory for Genome Exploration Research Group, RIKEN Genomic 

sciences Center(GSC), Yokohama Institute 

The institute of Physical and chemical Research (RIKEN) 

1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, Kanagawa 230-0045, Japan 

Tel : 81-45-503-9222 

Fax: 81-45-503-9216 

Email : genome-res@gsc. riken.go.jp, 

URL : http : //genome . gsc . ri ken . go . j p/ 

Sasaki, N., lzawa,M., Watahiki ,M. , ozawa,K., Tanaka.T. , Yoneda.Y., 
Matsuura,s., Carninci,P., Muramatsu,M. , Okazaki,Y. and Hayashizaki 
,Y. 

Transcriptional sequencing: A method for DNA sequencing using RNA 
polymerase. Proc. Natl. Acad, sci . U.S.A. 95 (7), 3455-3460 (1998) 

ltoh,M., Kitsunai,T., Akiyama.j., shibata,K., Izawa,M., Kawai,J., 
Tomaru.Y., Carninci,P., shibata,Y., Ozawa,Y., Muramatsu,M. , okazaki 
,Y. and Hayashizaki ,Y. 

Automated filtration-based high-throughput plasmid preparation 
system. Genome Res. 9 (5), 463-470 (1999) 
Carninci,P. and Hayashizaki ,Y. 

High-efficiency full-length cDNA cloning. Methods Enzymol . 303, 
19-44 (1999) 

Please visit our web site (http://genome.rtc.riken.go.jp) for 
further details. 
REFERENCE: 

AUTHOR (AU): 



Akiyama,3 . ; 
Fukunishi , Y. 
; ishii ,Y. ; 



Hara,A. 



TITLE (Tl): 
JOURNAL (SO): 



1 (bases 1 to 230) 
Konno,H.; Aizawa,K.; Akahira,s.; 
Carninci,P.; Endo,T.; Fukuda,s.; 
Hayatsu,N.; Hirozane,T.; Hori,F. 

lshikawa,T.; ltoh,M.; izawa.M.; Kadota,K.; Kagawa,I.; 
Kai,c.?; Kawai,J.; Kikuchi,N.; Kojima,Y. ; Koya.S.; 
Kusakabe,M.; Matsuyama,T. ; Miki,R.; Mizuno,Y.; 
Nakamura,M.; oda,H.; okazaki, Y.; Owa,C; 0zawa,Y. ; 
Saito,H.; Sano,M.; sato,K.; shibata,K.; shibata,Y. ; 
Shigemoto.Y. ; shiraki,T.; Sogabe,Y.; Sugahara,Y.; 
Suzuki, H.; Suzuki, H.; Takahashi , F. ; Tateno,M.; 
Tominaga,N.; Tsunoda,Y.; Watahiki, A.; Watanabe,S.; 
Yamamura,T.; Yasunishi , A. ; Yokota,T.; Yoshiki,A.; 
Yoshino,M.; Muramatsu,M. ; Hayashizaki ,Y. 
RIKEN Mouse ests (Konno.H., et al . 1999) 
Unpublished (1999) 



FEATURES (FEAT): 

Feature Key Location 

source 1..230 



Qualifier 

/organism="Mus musculus" 
/strain="c57BL/6J" 
/db-xref="taxon: 10090" 
/clone="4930403Hl4" 
/clone-lib="RIKEN full-length 
enriched, adult male testis 



(DHlOB) " 
/sex="male" 
/ti ss ue-type=' f tGstis n 
/dev-stage="adult" 
/l ab-host= ,I DHlOB u 
/note="site-l: Sail; Site-2: 
BamHI; cDNA library was prepared 
and sequenced in Mouse Genome 
Encyclopedia Project of Genome 
Exploration Research Group in 
Riken Genomic Sciences Center and 
Genome Science Laboratory in 
RIKEN. Division of Experimental 
Animal Research in Riken 
contributed to prepare mouse 
tissues. 1st strand cdna was 
primed with a primer [5' 
GAGAGAGAGAAGGATCCAAGAGCTCTTTTTTTTT 
TTTTTTTVN 3'], cDNA was prepared 
by using trehalose 
thermo-activated reverse 
transcriptase and subsequently 
enriched for full-length by 
cap-trapper. Second strand cDNA 
was prepared with the primer 
adapter of sequence [5 1 
GAGAGAGAGATTCTCGAGTTAATTAAATTAATCC 
ccccccccccc 3']. cDNA was cloned 
into the xhol and BamHI sites. 
Vector: a modified pBluescript 
KS(+) after bulk excision from 
Lambda FLC I. cloning sites, 5' 
end: Sail; 3' end: BamHI." 

SEQUENCE (SEQ): 

1 atgttcttat ctaaacttct taatttaata cactaaagaa gaagaatgaa acaaagaaga 
61 aagatcagag agagagagaa atattacaag gttgaaaaca aatcttggtg aaaagaagat 
121 ttaacctgcg ggttacaaaa aaaaatagtt cacacattgc aaattagtga aaacttggat 
181 tcctattaca atcatgactt taaatttatt agttaaaatt aaaccttatt 
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LOCUS (LOC): 

GenBank acc. no. (gbn) : 
GenBank VERSION (VER) 
CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE): 
DEFINITION (DEF) : 

SOURCE: 
ORGANISM (ORGN) : 



NUCLEIC ACID COUNT (NA) 
REFERENCE: 

AUTHOR (AU) : 



TITLE (TI): 

JOURNAL (SO) : 
OTHER SOURCE (OS) : 
REFERENCE: 

AUTHOR (AU) : 



TITLE (TI) 



JOURNAL (SO): 
OTHER SOURCE (OS) 
REFERENCE: 

AUTHOR (AU) : 



GENBANK. RTM. COPYRIGHT 2004 on STN 

AF190121 GenBank (R) 
AF190121 

AF190121.1 Gl: 6018121 

244113-77-7 

2052 

mRNA; linear 

Rodents 

22 Nov 2000 

Rattus norvegicus growth factor receptor binding 
protein GRB7 (Grb7) mRNA, complete cds. 
Norway rat. 
Rattus norvegicus 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
sciurognathi ; Muridae; Murinae; Rattus 
: 440 a 602 c 548 g 462 t 

1 (bases 1 to 2052) 

Kasus-Jacobi ,A. ; Perdereau ,D. ; Auzan,C; clauser,E.; 
Van obberghen,E. ; Mauvais-Jarvis , F. ; Girard,J.; 
Burnol , A. F. 

Identification of the rat adapter ***Grbl4*** as 

inhibitor of insulin actions 

J. Biol. Chem., 273 (40), 26026-26035 (1998) 

CA 130:20710 

2 (bases 1 to 2052) 

Kasus-Jacobi ,A. ; Bereziat,V.; Perdereau , D. ; Girard,J. 
Burnol , A . F . 

Evidence for an interaction between the insulin 

receptor and Grb7. A role for two of its binding 

domains, pir and SH2 

oncogene, 19 (16), 2052-2059 (2000) 

CA 133:69252 

3 (bases 1 to 2052) 

Burnol , A. F. ; Perdereau, D. ; Kasus-Jacobi ,A. 



TITLE (Tl) : Direct submission 

JOURNAL (SO): submitted (27-SEP-1999) UPR 1524, CNRS, 9 rue Jules 

Hetzel , Meudon 92190, France 



Qualifier 

/organism="Rattus norvegicus" 
/db-xref="taxon : 10116" 
/tissue-type="l iver" 
/gene="Grt>7" 
/gene="Grb7" 

/note="molecular adapter" 
/codon-start=l 

/product="growth factor receptor 
binding protein GRB7" 
/protei n-i d="AAF01776 . 1" 
/db-xref="GI: 6018122" 
/trans 1 ation="MELDLSPSHLSSSPEDVCPT 
PGTPPETPPPPDNPPPGDVKRSQP 
LPIPSSRKLREEEFQATSLPSIPNPFPELCSPPS 
QKPILGGSSGARGLLPRDSSRLCV 
VKVYSEDGACRSVEVAAGATARHVCEMLVQRAHA 
LSDENWGLVECHPYLALERGLEDH 
ES WEVQEAWPVGGDS R FI FRKN FAKYE L FKS P P 
HTLFPEKMVSSCLDTPTGISHEDL 
IQNFLNAGSFPEIQGFLQLRGSGRGSGRKLWKRF 
FCFLRRSGLYYSTKGTSKDPRHLQ 
YVADIN E S N VYWTQG RK LYGI PTD FG FCVK PN K 
LRNGHKGLHIFCSEDEQS RTCWLS 
AFRLFKYGVQLYKNYQQAQSRHLRLSYLGSPPLR 
SVSDNTLVAMDFSGHAGRVIENPQ 
EALSAATEEAQAWRKKTNHRLSLPTPCSGLSLSA 
AIHRTQPWFHGRISREESQRLIGQ 
QGLVDGVFLVRESQRNPQGFVLSLCHLQKVKHYL 
ILPSEDEGCLYFSMDDGQTRFTDL 
LQLVEFHQLNRGILPCLLRHCCARVAL" 

SEQUENCE (SEQ) : 

1 ctttgggtcc cggtgtcccg ctccttctgc tggagttcct ccaggtgcca tggaactgga 
61 tctgagcccg tctcatctca gcagctcccc agaagatgtg tgcccaactc ctgggacccc 
121 tcccgagact cctccgcccc cggataaccc tccgcccggc gatgtgaagc ggtctcagcc 
181 tttgcccatc ccaagtagca ggaaacttcg agaagaggag tttcaggcaa cctctctacc 
241 ctccatcccc aaccccttcc ccgagctctg cagcccacct tcacagaaac ccattcttgg 
301 tggttcctcc ggtgctaggg ggttgcttcc tcgagactcc agccgcctct gtgtggtgaa 
361 ggtgtacagt gaagatggag cctgccggtc tgtggaagtg gcggcaggcg cgacggctcg 
421 ccatgtgtgt gagatgctgg tgcagcgagc tcacgccctg agcgatgaga actggggcct 
481 ggtggagtgc cacccctatt tggctctgga gcggggtttg gaggaccatg agtctgtggt 
541 agaagtgcag gaggcctggc ctgtgggtgg agacagccgc ttcatcttcc gtaaaaactt 
601 cgccaagtat gaactcttca agagccctcc gcacaccctg ttcccagaaa agatggtttc 
661 cagctgtctg gatacaccaa caggcatatc ccatgaagac ctcatccaga acttcctgaa 
721 tgctggcagc ttccctgaga tccagggctt cctgcagctt cggggatcag gccgggggtc 
781 aggtcgaaag ctttggaaac gattcttctg cttcctgcgt cggtctggcc tctattactc 
841 gaccaagggc acctctaagg acccgagaca cctacagtac gtggcagata taaatgagtc 
901 caatgtgtat gtggtgaccc agggccgcaa gctgtatggg atacccaccg acttcggctt 
961 ttgtgtcaag cccaacaagc ttcgaaatgg ccacaagggg ctccacatct tctgcagcga 
1021 ggatgagcag agtcggactt gctggctgtc cgccttccgg ctcttcaagt acggggtaca 
1081 gctatataag aattatcagc aggcccagtc tcgtcacctg cgcttatcgt atttggggtc 
1141 tccacccttg aggagtgtct cagataatac cctggtggcc atggacttct ctggccatgc 
1201 tgggcgtgtc attgagaacc cccaggaagc tctgagtgct gccacagagg aagcccaggc 
1261 ctggaggaag aagacaaacc accgtctcag cctgcccacc ccgtgctccg gcctgagcct 
1321 cagtgcagct atccatcgca cccagccctg gtttcatgga cgaatctccc gggaggagag 
1381 ccagcggcta attggacagc agggcctggt ggatggtgta ttcctggtcc gggagagcca 
1441 gcggaaccca cagggcttcg ttctgtctct gtgccatctg cagaaagtca aacattatct 
1501 catcttgcca agcgaagatg aaggctgcct ttacttcagc atggatgacg gccagacccg 
1561 tttcacagac ctgctgcagc tggtggaatt ccaccagctg aaccgaggca tcctgccctg 
1621 cttgctgcgc cactgctgtg cccgtgtggc cctctgaggc cacacaagct gttacagcca 
1681 tggggctgct tatcgccctt ctgctccgtt cagtggactc ggtgcagatg ggtgggatga 
1741 taaacagatg aagagctccc cccacttttc tcccactttt tttttttacc tccctcaggt 
1801 aatgaaacat cccccagccc tgttcatccc tgactcctgt ccccaaagga ggcattgtgg 
1861 tcctctcccc ttggtagagc tcctgaggca gtgaagggca ttatgagagg agtaggggca 
1921 gcccgggtgg tctcatgccc cacccacact ctgtacagac tgagaggcca gttgatctgc 
1981 tctgttttat accagtgata ataaagatta ttttttgata caaaaaaaaa aaaaaaaaaa 
2041 aaaaaaaaaa aa 
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FEATURES (FEAT) : 

Feature Key Location 

source 1. .2052 



gene 1..2052 
CDS 50.. 1657 



LOCUS (loc) : AI928176 
GenBank ACC. NO. (GBN) : AI928176 
GenBank VERSION (VER) : AI928176 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL): 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE) : 
DEFINITION (DEF) : 



GenBank (R) 



source: 

ORGANISM (ORGN): 



1 Gl: 5664140 
241373-88-6 
319 

mRNA; linear 
Expressed sequence tag 
8 Mar 2000 

wo95a09.xl NCl_CGAP_Kidll Homo sapiens cDNA clone 
IMAGE:2463064 3' similar to TR:Q14449 Q14449 

***grb14*** . ;, mRNA sequence, 
human. 

Homo sapiens 

^ Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 
Hominidae; Homo 
NUCLEIC ACID COUNT (NA) : 90 a 54 c 48 g 127 t 
COMMENT: 

Contact: Robert Strausberg, Ph.D. 
Email : cgapbs-rOmail .nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D., Ph.D., Michael R. 
Emmert-Buck, M.D., Ph.D. 

cDNA Library Preparation: M . Bento soares, Ph.D. 

cDNA Library Arrayed by: Greg Lennon, Ph.D. 

DNA Sequencing by: Washington University Genome Sequencing Center 
clone distribution: NCI-CGAP clone distribution information can be 
found through the I.M.A.G.E. Consortium/LLNL at: 
www- bi o . 1 1 nl . gov/bbr p/i mage/i mage . html 
insert Length: 399 std Error: 0.00 
Seq primer: -40UP from Gibco. 
REFERENCE: 1 (bases 1 to 319) 

AUTHOR (AU) : NCI-CGAP http://www.ncbi.nlm.nih.gov/ncicgap. 

TITLE (TI) : National Cancer Institute, Cancer Genome Anatomy 

Project (CGAP) , Tumor Gene Index 
JOURNAL (SO): Unpublished (1997) 



FEATURES (FEAT) 
Feature Key 



source 



Location 

,319 



Qua! ifier 



and ss 
this 



/organism="Homo sapiens" 
/db-xref="taxon : 9606" 
/cl one=" IMAGE : 2463064" 
/cl one-1 i b="NCl-CGAP-Ki dll" 
/lab-host="DHl0B" 
/note="Organ : kidney; Vector: 
pT7T3D-Pac (Pharmacia) with a 
modified polylinker; site-1: Not 
I; site-2: Eco Rl; Plasmid DNA 
from the normalized library 
NCl-CGAP-Kid3 was prepared, 
circles were made in vitro. 
Following HAP purification, 
DNA was used as tracer in a 
subtractive hybridization 
reaction. The driver was 
PCR-ampl ified cDNAs from a pool 
5,000 clones made from the same 
library (clonelDs 1322376-1323911, 
1456007-1456775, and 
1500552-1502855). Subtraction by 
Bento Soares and M. Fatima 
Bonaldo. " 

SEQUENCE (SEQ) : 

1 ttcctaaggt ttaattttaa ctaatgaatt ttaaatgatg aatgtaaagt caatccaagt 
61 ctttgcttat ttgcaatgca caaactattt ttttgtaact tgcaggtgaa atacattctt 
121 ttcacatgat aatgttttcg cccttattta tggtctttta ttatttttct tgagtccttt 
181 tccttcaata gtttaataag tcacttctgg cttgtctaga gagcaatcct agcacaataa 
241 tgtttcaact tgcaaggaag aacgccctta ttgagttgat agaactccac cagctgtatt 
301 agatctgtaa atcttgtgt 



of 
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LOCUS (LOC) : AI870172 GenBank (r) 

GenBank ACC. NO. (GBN): AI870172 



GenBank version (ver) 

CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL): 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE): 
DEFINITION (DEF): 



SOURCE: 
ORGANISM (ORGN): 



AI870172.1 Gl: 5544140 
390159-63-4 
745 

mRNA ; linear 
Expressed sequence tag 
7 Mar 2000 

wll5e05.xl NCl_CGAP_utl Homo sapiens cDNA clone 
IMAGE =2424992 3' similar to TR:Q14449 Q14449 

***GRB14*** . ;, mRNA sequence, 
human. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; craniata; vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 
Hominidae; Homo 

NUCLEIC ACID COUNT (na) : 189 a 157 c 145 g 249 t 5 others 
COMMENT: 

Contact: Robert strausberg, Ph.D. 
Email : cgapbs-rOmail .nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D., Ph.D., Michael R. 
Emmert-Buck, M.D., Ph.D. 

cDNA Library Preparation: Life Technologies, inc. 

cDNA Library Arrayed by: Greg Lennon, Ph.D. 

DNA Sequencing by: Washington University Genome Sequencing Center 
Clone distribution: NCI-CGAP clone distribution information can be 
found through the I.M.A.G.E. Consortium/LLNL at: 
www-bi o . 1 1 nl . gov/bbrp/i mage/image . html 
insert Length: 1767 std Error: 0.00 
seq primer: -40UP from Gibco 
High quality sequence stop: 414. 
REFERENCE: 1 (bases 1 to 745) 

AUTHOR (AU): NCI-CGAP http://www.ncbi.nlm.nih.gov/ncicgap. 

TITLE (TI): National Cancer Institute, Cancer Genome Anatomy 

Project (CGAP) , Tumor Gene Index 
JOURNAL (SO): unpublished (1997) 



FEATURES (FEAT): 

Feature Key Location 

source 1..745 



Qualifier 



/organism="Homo sapiens" 

/db-xref="taxon:9606" 

/cl one=*'lMAGE : 2424992 

/ cl one-1 i b="NCI-CGAP-Utl n 

/ti ssue-type="wel 1 -di f f erenti ated 

endometrial adenocarcinoma, 7 

pooled tumors" 

/lab-host="DHlOB" 

/note="Organ: uterus; Vector: 

PCMV-SP0RT6; site-1: Sail; site-2: 

Notl; Cloned unidi rectionally . 

Primer: oliqo dT. Average insert 

size 1.75 kb. Life Technologies 

catalog #: 11538-014" 



SEQUENCE (SEQ): 

1 tcctaaggtt taattttaac taatgaattt taaatgatga atgtaaagtc 
61 tttgcttatt tgcaatgcac aaactatttt tttgtaactt gcaggtgaaa 
121 tcacatggta atgttttcgc ccttatttat ggtcttttat tatttttctt 
181 ccttcaatag tttaaataag tcaccttctg ggcttgtcta gagagcaatc 
241 aatgtttcaa cttgcaagga agaacgccct tattgagttg atagaactcc 
301 ttagatctgt aaatcttgtg tggccatcat ccagtgtgtg gaacatttca 
361 ctactggtat aatttgaaag tgctttattt tttgtccatg actcattgac 
^ ttttggggtt actctgacta tcccgtacca agaaaactcc atccacaagt 
481 taatcaatcg ctgagcctca tctctagaaa tnttgtggtg aaaccatggc 
541 ggatagccat gtntgtggca gagctctgtg aagagcagtg gggctaccgt 
601 gcgtaaacat ccttttttnc tccaagcgag tccctcttca accgcaactg 
661 ccgtgggatn ttctaatact ctgcttttcc tgccctgaga agtcattgct 
721 tctctgtnta cctcctcata ggtga 
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aatccaagtc 
tacattcttt 
gagtcctttt 
ctagcacaat 
accagctgta 
ccgtcatctt 
agtacgaaag 
ccttgctgaa 
tgggaccggt 
gagtgcccag 
aaaggggctt 
accagggaaa 



LOCUS (loc) : 
GenBank acc. no. (GBN) : 
GenBank VERSION (VER) : 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL) : 
MOLECULE TYPE (CI) : 



AI767914 GenBank (R) 
AI767914 

AI767914.1 GI:5234435 

236629-01-9 

429 

mRNA; linear 



DIVISION CODE (CI) : Expressed sequence tag 
DATE (DATE): 21 Dec 1999 

DEFINITION (DEF): wi99cl0.xl NCI_CGAP_Ki dl2 Homo sapiens cdna clone 

IMAGE:2401458 3* similar to TR:Q14449 Q14449 
***GRB14*** . mRNA sequence. 
SOURCE : human. 
ORGANISM (orgn): Homo sapiens 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; catarrhini; 
Hominidae; Homo 

NUCLEIC ACID COUNT (NA) : 112 a 74 c 74 g 168 t 1 others 
COMMENT: 

Contact: Robert Strausberg, Ph.D. 
Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D., Ph.D., Michael R. 
Emmert-Buck, M.D., Ph.D. 

cdna Library Preparation: M. Bento Soares, Ph.D. 

CDNA Library Arrayed by: Greg Lennon, Ph.D. 

DNA Sequencing by: Washington University Genome Sequencing Center 
Clone distribution: NCI-CGAP clone distribution information can be 
found through the I.M.A.G.E. Consortium/LLNL at: 
www-bio . 11 nl . gov/bbrp/i mage/image . html 
Insert Length: 925 Std Error: 0.00 
Seq primer: -40UP from Gibco 
High quality sequence stop: 260. 
REFERENCE: 1 (bases 1 to 429) 

AUTHOR (AU): NCI-CGAP http://www.ncbi.nlm.nih.gov/ncicgap. 

TITLE (TI): National cancer Institute, cancer Genome Anatomy 

Project (CGAP) , Tumor Gene index 
JOURNAL (SO): Unpublished (1997) 



FEATURES (FEAT) : 

Feature Key Location 

source 1. .429 



Qualifier 

/organism="Homo sapiens" 
/db-xref="taxon : 9606" 
/el one="lMAGE : 2401458" 
/cl one-1 i b="NCI-CGAP-Ki dl2 " 
/tissue-type="2 pooled tumors 
(clear cell type)" 
/lab-host="DHlOB" 
/note="organ: kidney; Vector: 
pT7T3D-Pac (Pharmacia) with a 
modified polylinker; site-1: Not 
I; Site-2: Eco Rl; Plasmid DNA 
from the normalized library 
NCI-CGAP-Kid5 was prepared, and ss 
circles were made in vitro. 
Following HAP purification, this 
DNA was used as tracer in a 
subtractive hybridization 
reaction. The driver was 
PCR-amplified cDNAs from a pool of 
5,000 clones made from the same 
library (clonelDs 1323912-1325831, 
1471368-1472903 and 
1492104-1493255). subtraction by 
Bento soares and M. Fatima 
Bona! do. 



SEQUENCE (SEQ): 

1 ttttcctaag gtttaatttt aactaatgaa ttttaaatga tgaatgtaaa gtcaatccaa 
61 gtctttgctt atttgcaatg cacaaactat ttttttgtaa cttgcaggtg aaatacattc 
121 ttttcacatg ataatgtttt cgcccttatt tatggtcttt tattattttt cttgagtcct 
181 tttccttcaa tagtttaata agtcacttct ggcttgtcta gagagcaatc ctagcacaat 
241 aatgtttcaa cttgcaagga agaacgccct tattgagttg atagaactcc accagctgtt 
301 ttagatctgt aattttgggg tggccatatc caggtgtgtg gaacatttca ccgtcatctt 
361 ctactggtat aattggaaaa gtgctttatt nttttgtcca tgactcttgg accgtaccaa 
421 agttttggg 

L2 ANSWER 136 OF 156 GENBANK. RTM . COPYRIGHT 2004 on STN 

LOCUS (LOC): AI760945 GenBank (R) 

GenBank ACC. NO. (GBN) : AI760945 

GenBank version (VER) : AI760945.1 GI: 5176612 

CAS REGISTRY NO. (RN) : 236076-02-1 



SEQUENCE LENGTH (SQL) : 312 
molecule type (ci) : mRNA; linear 
DIVISION CODE (ci) : Expressed sequence tag 
DATE (DATE): 21 Dec 1999 

DEFINITION (def): wi70e05.xl NCI_CGAP_Kidl2 Homo sapiens cDNA clone 

IMAGE: 2 398688 3' similar to TR:Q14449 Q14449 
***GRB14*** . ;, mRNA sequence. 
SOURCE: human. 
ORGANISM (ORGN): Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 

Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 

Hominidae; Homo 
NUCLEIC ACID COUNT (NA) : 90 a 54 c 46 g 122 t 
COMMENT: 

Contact: Robert Strausberg, Ph.D. 
Email : cgapbs-r@mail .nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D., Ph.D., Michael R. 
Emmert-Buck, M.D., Ph.D. 

cDNA Library Preparation: M. Bento Soares, Ph.D. 

cDNA Library Arrayed by: Greg Lennon, Ph.D. 

DNA sequencing by: Washington University Genome Sequencing Center 
clone distribution: NCI-CGAP clone distribution information can be 
found through the I.M.A.G.E. Consortium/LLNL at: 
www- bi o . 1 1 nl . gov/bb r p/i mage/i mage . html 
Insert Length: 403 std Error: 0.00 
Seq primer: -40UP from Gibco. 
REFERENCE: 1 (bases 1 to 312) 

AUTHOR (AU): nci-cgap http://www.ncbi.nlm.nih.gov/ncicgap. 

TITLE (TI) : National cancer Institute, Cancer Genome Anatomy 

Project (CGAP), Tumor Gene Index 
JOURNAL (so): unpublished (1997) 



FEATURES (FEAT) 
Feature Key 



Location 
1. .312 



Qualifier 



source 



/organism="Homo sapiens" 
/db-xref="taxon:9606" 
/clone="IMAGE: 2398688" 
/cl one-1 i b="NCI-CGAP-Ki dl2 " 
/tissue-type="2 pooled tumors 
(clear cell type)" 
/lab-host="DHlOB" 
/note="Organ: kidney; Vector: 
pT7T3D-Pac (Pharmacia) with a 
modified polyl inker; site-1: Not 
I; site-2: Eco Rl; Plasrrnd DNA 
from the normalized library 
NCI-CGAP-Kid5 was prepared, and ss 
circles were made in vitro. 
Following HAP purification, this 
DNA was used as tracer in a 
subtractive hybridization 
reaction. The driver was 
PCR-amplified cDNAs from a pool of 
5,000 clones made from the same 
library (clonelDs 1323912-1325831, 
1471368-1472903 and 
1492104-1493255). Subtraction by 
Bento Soares and M. Fatima 
Bona! do. 



SEQUENCE (SEQ): 

1 tttcctaagg tttaatttta actaatgaat tttaaatgat gaatgtaaag tcaatccaag 
61 tctttgctta tttgcaatgc acaaactatt tttttgtaac ttgcaggtga aatacattct 
121 tttcacatga taacgttttc gcccttattt atggtctttt attatttttc ttgagtcctt 
181 ttccttcaat agtttaataa gtcacttctg gcttgtctag agagcaatcc tagcacaata 
241 atgtttcaac ttgcaaggaa gaacgccctt attgagttga tagaactcca ccagctgtat 
301 tagatctgta aa 
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Locus (LOC): AI695260 GenBank (R) 

GenBank ACC. NO. (GBN) : AI695260 

GenBank VERSION (VER) : AI695260.1 GI: 4983160 

CAS REGISTRY NO. (RN) : 233989-40-7 

SEQUENCE LENGTH (SQL) : 408 



MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE): 
DEFINITION (DEF): 



SOURCE: 
ORGANISM (ORGN); 



mRNA; linear 
Expressed sequence tag 
16 Dec 1999 

wa02b08.xl NCI_CGAP_Kidll Homo sapiens cDNA clone 
IMAGE:2296887 3* similar to TR:Q14449 Q14449 

***GRB14*** . ;, mRNA sequence, 
human . 

Homo sapiens 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 
Hominidae; Homo 

152 t 



62 g 



Ph.D. , Michael R. 



NUCLEIC ACID COUNT (NA) : 112 a 82 c 
COMMENT : 

Contact: Robert Strausberg, Ph.D. 
Email : cgapbs-r@mail .nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D. 
Emmert-Buck, M.D., Ph.D. 

cDNA Library Preparation: M. Bento Soares, Ph.D. 

cDNA Library Arrayed by: Greg Lennon, Ph.D. 

DNA Sequencing by: Washington University Genome Sequencing Center 
clone distribution: nci-cgap clone distribution information can be 
found through the I.M.A.G.E. Consortium/LLNL at: 
www-bi o . 1 1 nl . gov/bbrp/i mage/i mage . html 
Insert Length: 848 Std Error: 0.00 
Seq primer: -40UP from Gibco 
High quality sequence stop: 396. 
REFERENCE: 1 (bases 1 to 408) 

author (au) : nci-cgap http://www.ncbi.nlm.nih.gov/ncicgap. 

TITLE (Tl) : National cancer institute, Cancer Genome Anatomy 

Project (CGAP) , Tumor Gene index 
JOURNAL (SO): Unpublished (1997) 



FEATURES (FEAT) : 
Feature Key 



Location 



Qua! ifier 



source 1..408 /organism= !! Homo sapiens" 

/db-xref="taxon:9606 n 
/clone=" IMAGE: 2296887" 
/cl one-1 i b="NCl-CGAP-Ki dll" 
/l ab-host="DHlOB" 
/note="0rgan: kidney; Vector: 
pT7T3D-Pac (Pharmacia) with a 
modified polylinker; Site-1: Not 
I; site-2: Eco RI; Plasmid DNA 
from the normalized library 
NCI-CGAP-Kid3 was prepared, and ss 
circles were made in vitro. 
Following hap purification, this 
DNA was used as tracer in a 
subtractive hybridization 
reaction. The driver was 
PCR-ampl if ied cDNAs from a pool of 
5,000 clones made from the same 
library (clonelDs 1322376-1323911, 
1456007-1456775, and 
1500552-1502855). Subtraction by 
Bento Soares and M. Fatima 
Bona! do. 



SEQUENCE (SEQ): 

1 tcctaaggtt taattttaac taatgaattt taaatgatga atgtaaagtc aatccaagtc 

61 tttgcttatt tgcaatgcac aaactatttt tttgtaactt gcaggtgaaa tacattcttt 

121 tcacatgata atgttttcgc ccttatttat ggtcttttat tatttttctt gagtcctttt 

181 ccttcaatag tttaataagt cacttctggc ttgtctagag agcaatccta gcacaataat 

241 gtttcaactt gcaaggaaga acgcccttat tgagttgata gaactccacc agctgtatta 

301 gatctgtaaa tcttgtgtgg ccatcatcca gtgtgtggaa catttcaccg tcatcttcta 
361 cccatccaca agtccttgct gaataatcaa tcgctgagcc tcatctta 
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LOCUS (LOC): AI671320 GenBank (R) 

GenBank ACC. NO. (GBN) : AI671320 

GenBank VERSION (VER) : AI671320.1 GI:4851051 

CAS REGISTRY NO. (RN) : 232699-27-3 

SEQUENCE LENGTH (SQL) : 497 

MOLECULE TYPE (ci) : mRNA; linear 



DIVISION CODE (CI): Expressed sequence tag 
DATE (DATE): 17 Dec 1999 

DEFINITION (DEF): wc29a02.xl NCI_CGAP_Kidll Homo sapiens cDNA clone 

IMAGE: 2316554 3' similar to TR:Q14449 Q14449 
***GRBl4*** . ;, mRNA sequence. 
SOURCE: human. 
ORGANISM (ORGN) : Homo sapiens 

Eukaryota; Metazoa; chordata; craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 
Hominidae; Homo 

NUCLEIC ACID COUNT (NA) : 144 a 100 c 87 g 164 t 2 others 

COMMENT: 

contact: Robert Strausberg, Ph.D. 
Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D., Ph.D., Michael R. 
Emmert-Buck, M.D., Ph.D. 

cDNA Library Preparation: M. Bento Soares, Ph.D. 

cDNA Library Arrayed by: Greg Lennon, Ph.D. 

DNA Sequencing by: Washington University Genome Sequencing Center 
Clone distribution: NCI-CGAP clone distribution information can be 
found through the I.M.A.G.E. Consortium/LLNL at: 
www-bi o.llnl . gov/bbrp/i mage/i mage . html 
insert Length: 795 Std Error: 0.00 
Seq primer: -40UP from Gibco 
High quality sequence stop: 372. 
REFERENCE: 1 (bases 1 to 497) 

author (AU) : nci-cgap http://www.ncbi.nlm.nih.gov/ncicgap. 

TITLE (Tl): National cancer institute, Cancer Genome Anatomy 

Project (CGAP) , Tumor Gene Index 
JOURNAL (SO): Unpublished (1997) 



FEATURES (FEAT): 

Feature Key Location 

source 1. .497 



Qua! ifier 

/organism="Homo sapiens" 
/db-xref="taxon : 9606" 
/c^one=: ,, IMAGE:2316554 ,, 
/cl one-1 i b="NCl-CGAP-Ki dll" 
/lab-host="DHl0B" 
/note="organ: kidney; Vector: 
pT7T3D-Pac (Pharmacia) with a 
modified polyl inker; site-1: Not 
I; site-2: Eco Rl; Plasmid DNA 
from the normalized library 
NCi-CGAP-Kid3 was prepared, and ss 
circles were made in vitro. 
Following HAP purification, this 
DNA was used as tracer in a 
subtractive hybridization 
reaction. The driver was 
PCR-amplified cDNAs from a pool of 
5,000 clones made from the same 
library (clonelDs 1322376-1323911, 
1456007-1456775, and 
1500552-1502855). Subtraction by 
Bento Soares and M. Fat i ma 
Bona! do. 



SEQUENCE (SEQ): 

1 gcctgccagt gacacataaa tatcactatt gccaaattcg ctaaaaactg caaatgccgc 
61 ggttcctttg atgttccttt agtagaaaaa tataaaccag atcttcttag aaaaaagtaa 
121 atttttttcc aagacttctt tccctgttct ttcgcatgta agaaaccatg aatttcagga 
181 tatgtgcttg aactcagaaa catctgcaaa atctgtgtgg gggatatttc accattggtt 
241 tcagttgcaa aagataccat atgctctgga aaaaaataca ttgggttttt aaagaactca 
301 tatttggcat aattttttct aaagtatagt ttgttttctt cttctatccc ccagttggat 
361 agcacttcaa tcaccagttc gtggtcttct attgttcttt ctacacctat gtgaggcagg 
421 tgctcanaaa gggtccagct gtggtcatca atgtaatgat tcttcaggat caacagctga 
481 ncaacatctc gagccgt 
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LOCUS (LOC): AI624682 GenBank (R) 

GenBank ACC. NO. (GBN) : AI624682 

GenBank VERSION (VER) : AI624682.1 GI: 4649613 

CAS REGISTRY NO. (RN) : 230649-94-2 

SEQUENCE LENGTH (SQL): 533 



MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE) : 
DEFINITION (DEF): 



SOURCE: 
ORGANISM (ORGN) : 



mRNA; linear 
Expressed sequence tag 
14 Dec 1999 

ts43el2.xl NCl_CGAP_utl Homo sapiens cDNA clone 
IMAGE: 22 31374 3' similar to TR:Ql4449 Q14449 

***GRB14*** . ;, mRNA sequence, 
human. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; catarrhini; 
Hominidae; Homo 

193 t 



144 a 104 c 91 g 



1 others 



nucleic acid count (na) 
comment: 

Contact: Robert Strausberg, Ph.D. 
Email : cgapbs-rOmail .nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D., Ph.D., Michael R. 
Emmert-Buck, M.D., Ph.D. 

cdna Library Preparation: Life Technologies, Inc. 

cdna Library Arrayed by: Greg Lennon, Ph.D. 

DNA Sequencing by: Washington University Genome sequencing Center 
clone distribution: NCI-CGAP clone distribution information can be 
found through the I.M.A.G.E. Consorti um/LLNL at: 
www-bi o . 1 1 nl . gov/bbrp/i mage/i mage . html 
Insert Length: 1696 Std Error: 0.00 
Seq primer: -40UP from Gibco 

sequence stop: 401 



High quality 
P0LYA=NO. 
REFERENCE: 

AUTHOR (AU) : 
TITLE (TI): 

JOURNAL (SO) : 

FEATURES (FEAT): 
Feature Key 



1 (bases 1 to 533) 

NCI-CGAP http://www. ncbi . nlm.nih.gov/ncicgap. 
National Cancer Institute, cancer Genome Anatomy 
Project (CGAP) , Tumor Gene index 
Unpublished (1997) 



Location 



Qualifier 



source 1..533 /organism="Homo sapiens" 

/db-xref="taxon:9606" 
/clone="lMAGE:2231374" 
/clone-lib= n NCl-CGAP-utl" 
/tissue-type="well -differentiated 
endometrial adenocarcinoma, 7 
pooled tumors" 
/l ab-host="DHlOB" 
/note="0rgan: uterus; Vector: 
PCMV-SP0RT6; site-1: Sail; site-2: 
Notl; Cloned unidi recti onally. 
Primer: Oliqo dT. Average insert 
size 1.75 kb. Life Technologies 
catalog #: 11538-014" 

SEQUENCE (SEQ) : 

1 tcctaaggtt taattttaac taatgaattt taaatgatga atgtaaagtc aatccaagtc 
61 tttgcttatt tgcaatgcac aaactatttt tttgtaactt gcaggtgaaa tacattcttt 
121 tcacatggta atgttttcgc ccttatttat ggtcttttat tatttttctt gagtcctttt 
181 ccttcaatag tttaataagt cacttctggc ttgtctagag agcaatccta gcacaataat 
241 gtttcaactt gcaaggaaga acgcccttat tgagttgata gaactccacc agctgtatta 
301 gatctgtaaa tcttgtgtgg ccatcatcca gtgtgtggaa catttcaccg tcatcttcta 
361 ctggtataat ttgaaagtgc tttatttttt gtccatgact cattgacagt acgaaagttt 
421 tggggttact ctgactatcc cgtaccaaga aaactccatc cacaagtcct tgctgaataa 
481 tcaatcgctg agcctcatct ctagaaatnt tgtgtgaacc atggctggga ccg 
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LOCUS (LOC) : 

GenBank acc. no. (gbn) 
GenBank version (ver) : 

CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL): 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE) : 
DEFINITION (DEF) : 



SOURCE: 



AI610228 GenBank (R) 
AI610228 

AI610228.1 GH4619395 

390132-63-5 

701 

mRNA; linear 
Expressed sequence tag 
13 May 1999 

tpl5g09.xl NCl_CGAP_Gas4 Homo sapiens cDNA clone 
IMAGE: 2187904 3' similar to TR:Ql4449 Q14449 

***GRB14*** . ;, mRNA sequence, 
human. 



ORGANISM (ORGN) : 



Homo sapiens 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; catarrhini; 
Hominidae; Homo 
179 a 144 c 132 g 242 t 4 others 



NUCLEIC ACID COUNT (NA) 
COMMENT: 

Contact: Robert Strausberg, Ph.D. 
Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D., Ph.D., Michael R. 
Emmert-Buck , M . D . , Ph . D . 

cDNA Library Preparation: Life Technologies, Inc. 

cDNA Library Arrayed by: Greg Lennon, Ph.D. 

DNA Sequencing by: Washington University Genome Sequencing Center 
clone distribution: NCI-CGAP clone distribution information can be 
found through the I.M.A.G.E. Consortium/LLNL at: 
www- bi o . 11 nl . gov/bbrp/i mage/i mage . html 
Insert Length: 803 Std Error: 0.00 
Seq primer: -40UP from Gibco 

sequence stop: 406 



High quality 
P0LYA=No. 
REFERENCE: 

AUTHOR (AU) : 
TITLE (TI): 

JOURNAL (SO) : 

FEATURES (FEAT) : 
Feature Key 

source 1. 



1 (bases 1 to 701) 

NCI-CGAP htt p : //www . ncbi . nl m . ni h . gov/nci cgap . 
National Cancer Institute, Cancer Genome Anatomy 
Project (CGAP), Tumor Gene index 
Unpublished (1997) 



Location 
.701 



Qualifier 

/organism="Homo sapiens" 
/db-xref="taxon:9606" 
/cl one=" IMAGE : 2 187904" 
/clone-lib="NCI-CGAP-Gas4" 
/tissue-type="poorly 
differentiated adenocarcinoma with 
signet ring cell features" 
/lab-host= DH10B" 
/note="Organ : stomach; Vector: 
PCMV-SPORT6; Site-1: Sail; site-2: 
Notl; cloned unidi recti onally. 
Primer: Oligo dT. Average insert 
size 1.69 kb. Life Technologies 
catalog #: 11549-011" 



SEQUENCE (SEQ): 

1 ttctaaggtt 
61 tttgcttatt 
121 tcacatggta 
181 ccttcaatag 
241 gtttcaactt 
301 gatctgtaaa 
361 ctggtataat 
421 tggggttact 
481 caatcgctga 
541 agccatgttt 
601 aaacatcctt 
661 ggattttcta 



taattttaac 
tgcaatgcac 
atgttttcgc 
tttaataagt 
gcaaggaaga 
tcttgtgtgg 
ttgaaagtgc 
ctgactatcc 
gcctcatctc 
gtggcagagc 
ttttncttcc 
taactctgct 



taatgaattt 
aaactatttt 
ccttatttat 
cacttctggc 
acgcccttat 
ccatcatcca 
tctatttttt 
cgtaccaaaa 
tagaaatttt 
tctgtgaaga 
agcgagtcct 
tttctggcct 



taaatgatga 
tttgtaactt 
ggtcttttat 
ttgtctagag 
tgagttgata 
gtgtgtggaa 
gtccatgact 
aactccatcc 
gtggtgaaac 
gcagtggngc 
tcttcaaccg 
gagaagtcca 



atgtaaagtc 
gcaggtgaaa 
tatttttctt 
agcaatccta 
gaactccacc 
catttcaccg 
cattgacagt 
acaagtcctt 
catggctggg 
taccgtgagt 
caactgaaag 
t 



aatccaagtc 
tacattcttt 
gagtcctttt 
gcacaataat 
agctgtatta 
tcatcttcta 
acgaaagttt 
gctgaataat 
accggtggat 
gcccagccgt 
ggcttcagnn 



L2 ANSWER 141 OF 156 GENBANK. RTM . COPYRIGHT 2004 on STN 



LOCUS (LOC): 
GenBank ACC. NO. (GBN) 
GenBank VERSION (VER) 
CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (Cl) : 
DIVISION CODE (CI) : 
DATE (DATE): 
DEFINITION (DEF): 



SOURCE: 
ORGANISM (ORGN) : 



GenBank (R) 



Gl: 4618739 



AI609572 
AI609572 
AI609572.1 
230319-99-0 
368 

mRNA; linear 
Expressed sequence tag 
14 May 1999 

tw28a08.xl NCI_CGAP_Ov35 
IMAGE:2260982 3' similar 
***GRB14*** . ;, mRNA 
human . 
Homo sapiens 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi; Mammalia; Eutheria; Primates; Catarrhini 
Hominidae; Homo 



Homo sapiens cDNA clone 
to TR:Q14449 Q14449 
sequence. 



NUCLEIC ACID COUNT (NA) : 100 a 59 c 57 g 151 t 1 others 
COMMENT: 

Contact: Robert Strausberg, Ph.D. 
Email : cgapbs-r@mail .nih.gov 

Tissue Procurement: Christopher A. Moskaluk, M.D., Ph.D., Michael 
R. Emmert-Buck, M.D., Ph.D. 

cDNA Library Preparation: Life Technologies, Inc. 

cDNA Library Arrayed by: Greg Lennon, Ph.D. 

DNA Sequencing by: Washington University Genome Sequencing Center 
Clone distribution: NCI-CGAP clone distribution information can be 

found through the I.M.A.G.E. Consortium/LLNL at: 

www-bi o . 11 nl . gov/bbr p/i mage/i mage . html 

Insert Length: 318 std Error: 0.00 

seq primer: -40UP from Gibco 

High quality sequence stop: 324 

POLYA=NO. 

REFERENCE: 1 (bases 1 to 368) 

AUTHOR (AU) : NCI-CGAP http://www.ncbi.nlm.nih.gov/ncicgap. 

TITLE (TI) : National Cancer Institute, Cancer Genome Anatomy 

Project (CGAP) , Tumor Gene Index 
JOURNAL (SO): Unpublished (1997) 



FEATURES (FEAT) 
Feature Key 



Location 



Qual ifier 



source 



1. .368 



SEQUENCE (SEQ): 

1 tttttttttt 
61 ttctatgaaa 
121 ttcttggtac 
181 caaaaaataa 
241 ttagaaatga 
301 ttttcttttg 
361 cgtccgcc 



/organism="Homo sapiens" 
/db-xref="taxon : 9606" 
/clone="IMAGE: 2260982" 
/cl one-1 i b="NCI-CGAP-0v35 " 
/tissue-type="tumor , 5 pooled (see 
description)" 
/lab-host="DHl0B" 
/note="organ: ovary; Vector: 
PCMV-SPORT6; site-1: sail; site-2: 
Noti; This library represents the 
normalized version of 
NCI-CGAP-0V23. Cloned 
unidi rectionally . Primer: oligo 
dT. Average insert size 0.86 kb. 
Tumor types include: mixed 
Mullerian tumor, papillary serous, 
clear cell, spindle cell. All are 
primary tumors, metastasis 
positive. Constructed by Life 
Technologies . " 



tttttttttt 
tccatgagta 
gggatagtca 
agcactttca 
ccttaatgct 
gnctttttat 



ttttttatgc 
aatatagaaa 
gagtaacccc 
aattatacca 
aagcttttga 
taaatataat 



atacacttct 
cattgaaatt 
aaaactttcg 
gtaagtaatt 
tcttaatgca 
ttggcagctt 



tggatttatt 
ccttctctct 
tactgtcaat 
cgtgatttca 
taagcttttg 
gtgctttgac 



aatgctatag 
ctttagagtt 
gagtcatgga 
catttgtgta 
gaaactttgg 
tagagccccg 
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LOCUS (LOC): 

GenBank ACC. NO. (GBN) : 

GenBank version (VER) : 

CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL) : 
MOLECULE TYPE (Cl) : 
DIVISION CODE (CI): 
DATE (DATE): 
DEFINITION (DEF) : 



SOURCE: 
ORGANISM (ORGN) : 



NUCLEIC ACID COUNT (NA) 
COMMENT: 

Contact: Robert strausberg, Ph.D 



AI522272 GenBank (R) 
AI522272 

AI522272.1 Gl:4436407 

228602-27-5 

604 

mRNA; linear 
Expressed sequence tag 
13 Apr 1999 

ti84g01.xl NCl_CGAP_Kidll Homo sapiens cDNA clone 
IMAGE:2138736 3' similar to TR:Q14449 Q14449 

***GRB14*** . ;, mRNA sequence, 
human. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 
Hominidae; Homo 
160 a 118 c 118 g 208 t 



Email : cgapbs-r@mail .nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D., Ph.D., Michael R. 
Emmert-Buck, M.D., Ph.D. 

cDNA Library Preparation: M. Bento Soares , Ph.D. 

cDNA Library Arrayed by: Greg Lennon, Ph.D. 

DNA Sequencing by: Washington University Genome Sequencing Center 
Clone distribution: NCI-CGAP clone distribution information can be 
found through the I.M.A.G.E. consorti um/LLNL at: 
www-bi o . 11 nT . gov/bbrp/i mage/image . html 
Insert Length: 1380 std Error: 0.00 
Seq primer: -40UP from Gibco 
High quality sequence stop: 308. 
REFERENCE: 1 (bases 1 to 604) 

AUTHOR (AU) : NCI-CGAP http://www.ncbi.nlm.nih.gov/ncicgap. 

title (TI) : National Cancer institute, Cancer Genome Anatomy 

Project (CGAP) , Tumor Gene Index 
JOURNAL (SO): Unpublished (1997) 



FEATURES (FEAT) : 

Feature Key 



source 



Location 
1. .604 



SEQUENCE (SEQ): 

1 ttcctaaggt 
61 ctttgcttat 
121 ttcacatgat 
181 tccttcaata 
241 tgtttcaact 
301 agatctgtaa 
361 actggtataa 
421 ttggggttac 
481 atcaatcgct 
541 atagccatgt 
601 gtaa 



Qualifier 



/organism="Homo sapiens" 
/db-xref="taxon:9606 M 
/clone=" IMAGE: 2138736" 
/cl one-1 i b="NCI-CGAP-Ki dll" 
/l ab-host="DHl0B" 
/note="organ: kidney; vector: 
pT7T3D-Pac (Pharmacia) with a 
modified polylinker; site-1: Not 
I; site-2: Eco Rl; Plasmid DNA 
from the normalized library 
NCl-CGAP-Kid3 was prepared, 
circles were made in vitro. 
Following HAP purification, 
DNA was used as tracer in a 
subtractive hybridization 
reaction. The driver was 
PCR-amplified cDNAs from a pool 
5,000 clones made from the same 
library (clonelDs 1322376-1323911, 
1456007-1456775, and 
1500552-1502855). Subtraction by 
Bento Soares and M. Fat i ma 
Bona! do. 



ttaattttaa 
ttgcaatgca 
aatgttttcg 
gtttaataag 
tgcaaggaag 
atcttgtgtg 
tttgaaagtg 
tctgactatc 
gagcctcatc 
ttgtggcaaa 



and ss 
this 



of 



ctaatgaatt 
caaactattt 
cccttattta 
tcacttctgg 
aacgccctta 
gccatcatcc 
ctttattttt 
ccgtaccaag 
tctagaaatt 
gcttctggaa 



ttaaatgatg 
ttttgtaact 
tggtctttta 
cttgtctaga 
ttgagttgat 
agtgtgtgga 
tgtccatgac 
aaaactccat 
ttgtggtgaa 
gaggcagggg 



aatgtaaagt 
tgcaggtgaa 
ttatttttct 
gagcaatcct 
agaactccac 
acatttcacc 
tcattgacag 
ccacaagtcc 
accatggctg 
ggctccggga 



caatccaagt 
atacattctt 
tgagtccttt 
agcacaataa 
cagctgtatt 
gtcatcttct 
tacgaaagtt 
ttgctgaata 
ggacccgtgg 
gtgcccaggc 
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LOCUS (LOC): 

GenBank acc. no. (gbn) 
GenBank VERSION (VER) 
CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (Cl) : 
DIVISION CODE (CI) : 
DATE (DATE): 
DEFINITION (DEF) : 



SOURCE: 
ORGANISM (ORGN) : 



AI505286 GenBank (R) 
AI505286 

AI505286.1 Gl:4403137 

228210-72-8 

578 

mRNA; linear 
Expressed sequence tag 
11 Mar 1999 

vp98h08.xl stratagene mouse diaphragm (#937303) Mus 
musculus cDNA clone IMAGE: 1092831 3 similar to 
TR:Q14449 Q14449 ***GRB14*** . ;, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 



NUCLEIC ACID COUNT (NA) : 148 a 135 c 111 g 179 t 5 others 
COMMENT : 

Contact: Marra M/Washu-NCI Mouse EST Project 1999 
Washington University School of Medicine 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108, USA 

Tel: 314 286 1800 

Fax: 314 286 1810 

Email: mouseest@watson.wustl.edu 

This clone is available royalty-free through LLNL ; contact the 
IMAGE Consortium (info@image.llnl.gov) for further information. 
MGI: 599063 

This clone was previously sequenced on the 5' end only, this new 
data is from the 3' end 
High quality sequence stop: 379. 



REFERENCE: 

AUTHOR (AU) : 



TITLE (TI) : 
JOURNAL (SO): 

FEATURES (FEAT): 
Feature Key 



1 (bases 1 to 578) 
Marra, M. ; Hillier,L.; Kucaba,T.; Martin, J.; Beck,C; 
Wylie,T.; Underwood ,K. ; steptoe,M.; Theising,B.; 
Allen, M.; Bowers, Y. ; Person,B. ; Swaller,T.; 
Gibbons, M.; Pape,D.; Harvey, N.; Schurk,R.; Ritter,E. 
Kohn,s.; shin,T.; Jackson, Y. ; Cardenas, M.; McCann,R.; 
Waterston,R. ; wilson,R. 
The WashU-NCI Mouse EST Project 1999 
Unpublished (1999) 



source 



Location 
,578 



Qualifier 



/organism= ,, Mus musculus" 
/db-xref = M taxon : 10090" 
/clone="lMAGE: 1092831" 
/clone-! ib="Stratagene mouse 
diaphragm (#937303)" 
/tissue-type=" diaphragm" 
/dev-stage="adult" 
/lab-host="S0LR (kanamycin 
resistant)" 

/note="organ: diaphragm; vector: 
pBluescript SK-; site-1: ecori; 
site-2: xhol; cloned 
unidirectionally from mRNA 
prepared from diaphragm muscle. 
Primer: oliqo dT. Average insert 
size: 1.5 kb. Uni-ZAP XR Vector; 
~5' adaptor sequence: 5' 
GAATTCGGCACGAG 3* -3' adaptor 
sequence: 5' 

CTCGAGTTTTTTTTTTTTTTTTTT 



SEQUENCE (SEQ): 

1 aataaggttt aattttaact aataaattta aaggcatgag tgtaatagga atccaagttt 

61 tcactaattt gcaatgtgtg acctattttt ttttgtaacc cgcaggtgaa atcttctttt 

121 caccatggtt tgttttcagc cttgtgatct ctctctctct ctctaatcat tctcctttgc 

181 atccttcttc ttctgtagtg taacgagtga cacacagttt ggctaaacag ccatcctagc 

241 acagtaatgc ttcagcttgc aaggaaggac ccccctgttg agctggtaga actccaccag 

301 ctggatgagg tctgtgaact tcgtatggcc atcatccaga gtatggaaca gctcaccatc 

361 atcttctacg ggtataatnt gatagtgttt tatcttttgt ccatgactca ttgacagtac 

421 aaaagttctg gggttactct gactatcccg taccaagaaa actncatcca caggcccctg 

481 ccgaatgatc agncgctgag cctcatctct tgaaatnctg tggtgaaacc catgttggac 

541 cgatggaaac catgttcaca ccanaactct ggaagggc 
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LOCUS (LOC) : 
GenBank acc. no. (gbn) 
GenBank VERSION (VER) 
CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE) : 
DEFINITION (DEF): 



SOURCE : 
ORGANISM (ORGN) : 



AI494168 GenBank (R) 
AI494168 

AI494168.1 Gl: 4395171 

228132-01-2 

368 

mRNA; linear 
Expressed sequence tag 
13 Apr 1999 

til4f01.yl NCI_CGAP_Kidll Homo sapiens cdna clone 
IMAGE: 2130457 5' similar to TR:Q14449 Q14449 

***GRB14*** . ;, mRNA sequence, 
human. 

Homo sapiens 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 



Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 
Hominidae; Homo 
NUCLEIC ACID COUNT (NA) : 98 a 71 c 58 g 141 t 

comment: 

Contact: Robert strausberg, Ph.D. 
Email : cgapbs-r@mail .nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D., Ph.D., Michael R. 
Emmert-Buck, M.D., Ph.D. 

cDNA Library Preparation: M. Bento soares, Ph.D. 

cDNA Library Arrayed by: Greg Lennon, Ph.D. 

DNA sequencing by: Washington University Genome Sequencing Center 
clone distribution: NCI-CGAP clone distribution information can be 
found through the I.M.A.G.E. Consortium/LLNL at: 
www- bi o . 1 1 nl . gov/bbrp/i mage/i mage . html 
Insert Length: 416 Std Error: 0.00 
Seq primer: -40RP from Gibco. 
REFERENCE: 1 (bases 1 to 368) 

author (AU) : nci-cgap http://www.ncbi.nlm.nih.gov/ncicgap. 

TITLE (Tl) : National Cancer Institute, Cancer Genome Anatomy 

Project (CGAP) , Tumor Gene Index 
JOURNAL (so): Unpublished (1997) 



FEATURES (FEAT) : 
Feature Key 



source 



Location 
1. .368 



Qualifier 



/organism="Homo sapiens" 
/db-xref="taxon:9606" 
/clone="IMAGE: 2130457" 
/clone-lib= ,, NCl-CGAP-Kidll" 
/lab-host="DHlOB" 
/note="organ: kidney; Vector: 
pT7T3D-Pac (Pharmacia) with a 
modified polyl inker; Site-1: Not 
I; Site-2: Eco RI; Plasmid DNA 
from the normalized library 
NCl-CGAP-Kid3 was prepared, and ss 
circles were made in vitro. 
Following HAP purification, this 
DNA was used as tracer in a 
subtractive hybridization 
reaction. The driver was 
PCR-amplified cDNAs from a pool of 
5,000 clones made from the same 
library (clonelDs 1322376-1323911, 
1456007-1456775, and 
1500552-1502855). Subtraction by 
Bento soares and M. Fat i ma 
Bonaldo. 



SEQUENCE (SEQ): 

1 tcctaaggtt taattttaac taatgaattt taaatgatga atgtaaagtc aatccaagtc 

61 tttgcttatt tgcaatgcac aaactatttt tttgtaactt gcaggtgaaa tacattcttt 

121 tcacatgata atgttttcgc ccttatttat ggtcttttat tatttttctt gagtcctttt 

181 ccttcaatag tttaataagt cacttctggc ttgtctagag agcaatccta gcacaataat 

241 gtttcaactt gcaaggaaga acgcccttat tgagttgata gaactccacc agctgtatta 

301 gatctgtaaa tcttgtgtgg ccatcatcca gtgtgtggaa catttcaccg tcatcttctc 
361 ctcgtgcc 
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LOCUS (LOC) : 
GenBank ACC. NO. (GBN) 
GenBank VERSION (VER) 
CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE) : 
DEFINITION (DEF): 



SOURCE: 
ORGANISM (ORGN): 



AI425417 GenBank (R) 
AI425417 

AI425417.1 Gl:4271348 

226504-01-4 

503 

mRNA; linear 
Expressed sequence tag 
15 Mar 2000 

myl8a09.yl Barstead mouse heart MPLRB3 Mus musculus 
cDNA clone IMAGE: 696184 5' similar to TR:Q14449 Q14449 

***GRB14*** . ;, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; chordata; Craniata; vertebrata; 
Euteleostomi; Mammalia; Eutheria; Rodentia; 
sciurognathi ; Muridae; Murinae; Mus 



NUCLEIC ACID COUNT (NA) : 103 a 171 c 143 g 86 t 
COMMENT : 

Contact: Marra M/WashU-NCI Mouse EST Project 1999 
Washington University School of Medicine 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108, USA 

Tel: 314 286 1800 

Fax: 314 286 1810 

Email: mouseest@watson.wustl.edu 

This clone is available royalty-free through LLNL ; contact the 
IMAGE Consortium (info@image.llnl.gov) for further information. 
This read is a RESEQUENCE of a previously sequenced mouse clone 
This read has been verified (found to hit its original self in the 
correct orientation) 
MGI: 429744 

seq primer: -40RP from Gibco 
High quality sequence stop: 493 
P0LYA=No. 

(bases 1 to 503) 

Hillier,L.; Kucaba,T.; Martin,}.; Beck,C; 
Underwood, K. ; Steptoe,M.; Theising,B.; 
Bowers , Y. ; Person,B. ; Swaller.T.; 
. ; Pape , D . ; Harvey , N . ; Schurk , R . 
Shin,T.; Jackson, Y.; Cardenas, M. 



REFERENCE: 

AUTHOR (AU) 



TITLE (TI): 
JOURNAL (SO) 



1 

Marra, M. 
Wylie.T. 
Allen.M. 
Gi bbons ,M 
Kohn,S 

Waterston,R. ; Wilson, R. 
The WashU-NCI Mouse EST Project 1999 
Unpublished (1999) 



Ritter,E. 
Mccann,R. 



FEATURES (FEAT) 
Feature Key 



Location 



Qua! ifier 



source 



1. .503 



SEQUENCE (SEQ) : 

1 aattcggatc 
61 cccttcgtag 
121 ccacgtccct 
181 tggcagtgca 
241 tccccggact 
301 ggagaaaaat 
361 agctctgctg 
421 caaggaagaa 
481 tgcccagtga 



/organism="Mus musculus" 

/strain="BALB/c" 

/db-xref ="taxon : 10090" 

/cl one=" IMAGE : 696184" 

/clone-1 ib="Barstead mouse heart 

MPLRB3" 

/sex="mixed" 
/tissue-type=" heart" 
/dev-stage="6 weeks" 
/lab-host="DHlOB" 
/note="0rgan: heart; Vector: 
pT7T3D-Pac (Pharmacia) with a 
modified polyl inker; site-1: 
Ecori; site-2: Noti; 1st strand 
cdna was primed with a Not I - 
oligo(dT) primer [5 f 
TGTTACGAATCTGAAGTGGGAGCGGCCGCCCTTT 
TTTTTTTTTTTTTTTTTTTTTT 3 ' ] ; 
double-stranded cDNA was ligated 
to Eco RI adaptors 
[CTTGGATTCGGTACC] , digested with 
Not I and cloned into the Not I 
and Eco RI sites of the modified 
pT7T3 vector. Library constructed 
by Bob Barstead." 



caaggcaagg 
ctttcgcctc 
gcaagacggg 
ggtgtgccgc 
gcacgcgctg 
gaaagatctg 
ctctccgctt 
gcaggtgatt 
catcacagcc 



cgctcgctgc 
gcggtcgatg 
cagagcgccg 
gttgcccagg 
tcccccgcct 
gatgttctgg 
acatctgtgc 
aaagtttaca 
cga 



ctgcaaccgc 
actccctaga 
cgggccgggc 
gcaagggaga 
ccgatgcgac 
aaaagccacc 
tgtcagcagg 
gcgaggatga 



tcggctctgc 
cccctggcct 
aggcgcccag 
cgcccaggac 
cctccgcggt 
cattcccaac 
cctgtttccc 
aaccagcaga 



tcgcccccag 
acgaccatga 
gattcgccgc 
ccggcgcagg 
gccatagaca 
ccctttcctg 
agggccaatt 
gcattagagg 
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LOCUS (LOC): 

GenBank acc. no. (gbn) 
GenBank VERSION (VER) : 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL): 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 



AI383743 GenBank (R) 
AI383743 

AI383743.1 GI:4196524 

225333-52-8 

423 

mRNA; linear 
Expressed sequence tag 



DATE (DATE) : 
DEFINITION (DEF) 



SOURCE: 
ORGANISM 



(ORGN) : 



18 Mar 1999 

tc47e05.xl Soares_total_f etus_Nb2HF8_9w Homo sapiens 
cDNA clone IMAGE : 2067776 3' similar to TR:Q14449 Q14449 

***GRB14*** . ;, mRNA sequence, 
human . 

Homo sapiens 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 
Hominidae; Homo 
116 a 74 c 69 g 162 t 2 others 



nucleic acid count (na) 
comment: 

Contact: Robert strausberg, Ph.D. 
Email : cgapbs-rOmail .nih.gov 

This clone is available royalty-free through LLNL ; contact the 
IMAGE Consortium (info@image.llnl.gov) for further information. 
Insert Length: 967 Std Error: 0.00 
Seq primer: -40UP from Gibco. 
REFERENCE: 1 (bases 1 to 423) 

AUTHOR (AU) : nci-cgap http://www.ncbi.nlm.nih.gov/ncicgap. 

TITLE (Tl) : National cancer Institute, Cancer Genome Anatomy 

Project (CGAP) , Tumor Gene Index 
JOURNAL (SO): Unpublished (1997) 



FEATURES (FEAT) 
Feature Key 



source 



Location 
1. .423 



Qualifier 



/organism="Homo sapiens" 

/db-xref="taxon:9606" 

/clone= M IMAGE:2067776" 

/cl one-1 i b="Soares -total -f etus-Nb2 

HF8-9w" 

/dev-stage="8-9 weeks" 
/lab-host="DHl0B" 
/note="Vector: pT7T3D-Pac 
(Pharmacia) with a modified 
polylinker; Site-1: Not I; Site-2: 
Eco RI; 1st strand cDNA was 
prepared from mRNA obtained from 
pooled 8-9 week (total) fetus 
material with a Not I - oligo(dT) 
primer [5 1 

TGTTACCAATCTGAAGTGGGAGCGGCCGCTTAAT 
TTTTTTTTTTTTTTTT 3 ' ] . 
Double-stranded cDNA was li gated 
to Eco RI adaptors (Pharmacia), 
digested with Not I and cloned 
into the Not I and Eco RI sites of 
the modified pT7T3 vector. Library 
went through one round of 
normalization, and was constructed 

by Bento soares and M. Fatima 
Bona! do. " 



SEQUENCE (SEQ): 

1 cctaaggttt 
61 ttgcttattt 
121 cacatgataa 
181 cttcaatagt 
241 tttcaacttg 
301 atctgtaaat 
361 tggtataatt 
421 ggg 



aattttaact 
gcaatgcaca 
cgttttcgcc 
ttaataagtc 
caaggaagaa 
cttgtgtggc 
ngaaagtgct 



aatgaatttt 
aactattttt 
cttatttatg 
acttctggct 
cgcccttatt 
catcatccag 
ttattntttt 



aaatgatgaa 
ttgtaacttg 
gtcttttatt 
tgtctagaga 
gagttgatag 
tgtgtggaac 
gtcatgactc 



tgtaaagtca 
caggtgaaat 
atttttcttg 
gcaatcctag 
aactccacca 
atttcaccgt 
attgacagta 



atccaagtct 
acattctttt 
agtccttttc 
cacaataatg 
gctgtattag 
catcttctac 
caaaagtttt 
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LOCUS (L0C) : 

GenBank ACC. NO. (GBN) 
GenBank version (ver) 

CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE): 
DEFINITION (DEF): 



AI364971 GenBank (R) 
AI364971 

AI364971.1 Gl: 4124660 

224494-55-7 

318 

mRNA; linear 
Expressed sequence tag 
16 Feb 1999 

qz41h03.xl NCl_CGAP_Kidll Homo sapiens cDNA clone 
IMAGE: 2029493 3' similar to TR:Q14449 Q14449 
***GRB14*** . mRNA sequence. 



SOURCE: 
ORGANISM (ORGN) 



human. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 
Hominidae; Homo 



NUCLEIC ACID COUNT (NA) : 90 a 54 c 48 g 125 t 1 others 
COMMENT: 

Contact: Robert Strausberg, Ph.D. 
Email : cgapbs-rOmail .nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D., Ph.D., Michael R. 
Emmert-Buck, M.D. , Ph.D. 

cDNA Library Preparation: M. Bento Soares, Ph.D. 

cDNA Library Arrayed by: Greg Lennon, Ph.D. 

DNA Sequencing by: Washington University Genome sequencing Center 
clone distribution: NCI-CGAP clone distribution information can be 
found through the I.M.A.G.E. Consortium/LLNL at: 
www- bi o . 1 1 nl . gov/bb r p/i mage/i mage . html 
insert Length: 447 Std Error: 0.00 
seq primer: -40UP from Gibco. 



REFERENCE: 

AUTHOR (AU) ; 
TITLE (TI): 

JOURNAL (SO) : 

FEATURES (FEAT) : 
Feature Key 



1 (bases 1 to 318) 
NCI-CGAP http://www.ncbi .nlm.nih.gov/ncicgap. 
National Cancer institute, Cancer Genome Anatomy 
Project (CGAP) , Tumor Gene Index 
Unpublished (1997) 



source 



Location 
1. .318 



Qualifier 



/organism="Homo sapiens 11 
/db-xref="taxon:9606" 
/clone= M IMAGE:2029493 n 
/cl one-1 i b="NCI-CGAP-Ki dll" 
/lab-host="DHlOB" 
/note="organ: kidney; Vector: 
pT7T3D-Pac (Pharmacia) with a 
modified polylinker; Site-1: Not 
I; site-2: Eco Rl; Plasmid DNA 
from the normalized library 
NCI-CGAP-Kid3 was prepared, and ss 
circles were made in vitro. 
Following HAP purification, this 
DNA was used as tracer in a 
subtractive hybridization 
reaction. The driver was 
PCR-amplified cDNAs from a pool of 
5,000 clones made from the same 
library (clonelDs 1322376-1323911, 
1456007-1456775, and 
1500552-1502855). Subtraction by 
Bento Soares and M. Fat i ma 
Bonaldo. 



SEQUENCE (SEQ) : 

1 ttcctaaggt ttaattttaa ctaatgaatt ttaaatgatg aatgtaaagt caatccaagt 

61 ctttgcttat ttgcaatgca caaactattt ttttgtaact tgcaggtgaa atacattctt 

121 ttcacatgat aatgttttcg cccttattta tggnctttta ttatttttct tgagtccttt 

181 tccttcaata gtttaataag tcacttctgg cttgtctaga gagcaatcct agcacaataa 

241 tgtttcaact tgcaaggaag aacgccctta ttgagttgat agaactccac cagctgtatt 
301 agatctgtaa atcttgtg 
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LOCUS (loc): 
GenBank ACC. NO. (GBN) 
GenBank VERSION (VER) 
CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (Cl) : 
DIVISION CODE (CI) : 
DATE (DATE) : 
DEFINITION (DEF) : 



SOURCE: 
ORGANISM (ORGN) 



GENBANK. RTM. COPYRIGHT 2004 on STN 

AI263214 GenBank (R) 
AI263214 

AI263214.1 GI: 3871417 

221598-25-0 

382 

mRNA; linear 
Expressed sequence tag 
3 Feb 1999 

qz36f04.xl NCI_CGAP_Kidll Homo sapiens cDNA clone 
IMAGE:2028991 3' similar to TR:Ql4449 Q14449 
■ ***GRB14*** . ;, mRNA sequence, 
human. 

Homo sapiens 

Eukaryota; Metazoa; chordata; craniata; vertebrata; 



Euteleostomi; Mammalia; Eutheria; Primates; 
Hominidae; Homo 
: 112 a 59 c 56 g 154 t 



Catarrhini 



1 others 



Sequencing Center 
information can be 



NUCLEIC ACID COUNT (NA) 
COMMENT: 

Contact: Robert strausberg, Ph.D. 
Email : cgapbs-rOmail .nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D., Ph.D., Michael R. 
Emmert-Buck, M.D., Ph.D. 
cDNA Library Preparation: M. Bento Soares, Ph.D. 
cdna Library Arrayed by: Greg Lennon, Ph.D. 
DNA Sequencing by: Washington University Genome 
Clone distribution: NCI-CGAP clone distribution 
found through the I.M.A.G.E. Consortium/LLNL at: 
www-bi o . 11 nl . gov/bbrp/image/image . html 
Insert Length: 730 std Error: 0.00 
Seq primer: -40UP from Gibco 
High quality sequence stop: 381. 
REFERENCE: 1 (bases 1 to 382) 

AUTHOR (AU) : NCI-CGAP http://www.ncbi.nlm.nih.gov/ncicgap. 

TITLE (TI) : National cancer Institute, Cancer Genome Anatomy 

Project (cgap) , Tumor Gene Index 
JOURNAL (so): unpublished (1997) 



FEATURES (FEAT) 
Feature Key 



Location 



Qualifier 



source 



1. .382 



/organism="Homo sapiens" 
/db-xref= n taxon:9606 M 
/el one="lMAGE : 2028991" 
/el one-1 i b="NCI-CGAP-Ki dll" 
/lab-host="DHlOB" 
/note="organ : kidney; Vector: 
pT7T3D-Pac (Pharmacia) with a 
modified polyl inker; Site-1: Not 
I; Site-2: Eco RI; Plasmid DNA 
from the normalized library 
NCl-CGAP-Kid3 was prepared, and ss 
circles were made in vitro. 
Following HAP purification, this 
DNA was used as tracer in a 
subtractive hybridization 
reaction. The driver was 
PCR-amplified cDNAs from a pool of 
5,000 clones made from the same 
library (clonelDs 1322376-1323911, 
1456007-1456775, and 
1500552-1502855). Subtraction by 
Bento soares and M. Fat i ma 
Bona! do. 11 



SEQUENCE (SEQ): 

1 tttttttttt 
61 tgtaaagtca 
121 caggggaaat 
181 atttttcttg 
241 gcaatcctag 
301 aactcacaca 
361 gggttttnaa 



tttttttttt 
atccaagtct 
acattctttt 
agtccttttc 
cacaataatg 
cacgcccctt 
aaaaaaaaaa 



cctaaggttt 
ttgcttattt 
cacatgataa 
cttcaatagt 
tttcaacttg 

tggggtttta 

aa 



aattttaact 
gcaatgcaca 
tgttttcgcc 
ttaataagtc 
caaggaaaaa 
attttttaaa 



aatgaatttt 
aactattttt 
cttatttatg 
acttctggct 
cgcccttatt 
aggaaaaatt 



aaatgatgaa 
ttgtaacttg 
gtcttttatt 
tgtctagaga 
gagttgatag 
tcccggttgg 
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LOCUS (LOC): 

GenBank acc. no. (gbn) 
GenBank VERSION (VER) 

CAS REGISTRY NO. (RN) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE) : 
DEFINITION (DEF): 

SOURCE: 
ORGANISM (ORGN) : 



AF076619 GenBank (R) 
AF076619 

AF076619.1 Gl: 3650499 

216295-93-1 

1950 

mRNA; linear 

Rodents 

26 Sep 1998 

Rattus norvegicus molecular adapter rGrbl4 ( 

***Grbl4*** ) mRNA, complete cds. 
Norway rat. 
Rattus norvegicus 

Eukaryota; Metazoa; chordata; craniata; vertebrata; 
Euteleostomi; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Rattus 



NUCLEIC ACID COUNT (NA) 
REFERENCE: 

AUTHOR (AU) : 



TITLE (TI): 

JOURNAL (SO): 
OTHER SOURCE (OS) 
REFERENCE: 

AUTHOR (AU): 
TITLE (TI): 
JOURNAL (SO): 



546 a 460 c 500 g 444 t 

1 (bases 1 to 1950) 

Kasus-Jacobi ,A. ; Perdereau,D. ; Auzan,C; clauser,E.; 
Van obberghen,E. ; Mauvais-Jarvis , F. ; Girard,J.; 
Burnol ,A.F. 

Identification of the rat adapter ***Grbl4*** as an 

inhibitor of insulin actions 

J. Biol. Chem., 273 (40), 26026-26035 (1998) 

CA 130:20710 

2 (bases 1 to 1950) 

Kasus-Jacobi ,A. ; Perdereau.D. ; Burnol ,A.-F. 
Direct Submission 

Submitted (03-JUL-1998) UPR 1524, CNRS, 9 rue Jules 
Hetzel , Meudon 92190, France 



FEATURES (FEAT) : 

Feature Key Location 

source 1..1950 



gene 
CDS 



1- .1950 
70. .1686 



Qualifier 

/organism= M Rattus norvegicus" 
/strain= M wistar" 
/db-xref="taxon : 10116" 
/gene="Grbl4" 
/gene="Grbl4" 

/note="signal transduction 
protein; Grb7 family member; binds 
the insulin receptor" 
/codon-start=l 
/product="molecular adapter 
rGrbl4" 

/protei n-i d="AAC61478 . 1" 

/db-xref="Gi: 3650500" 

/ 1 r an s 1 at i o n= " MTTS LQDGQS AAGR AGAQDS 

P LAVQVCRVAQGKGDAQD PAQV PG 

LHALSPASDATRRGAMDRRKAKDLEVQETPSIPN 

PFPELCCSPLTSVLSAGLFPRSNS 

RKKQVIKVYSEDETSRALEVPSDVTARDVCQLLI 

LKNHYVDDNSWTLFEHLSHTGVER 

TVEDHELLTEVLSHWVMEEDNKLYLRKNYAKYEF 

FKNPMYFFPEHMVSFATEMNGDRS 

LTQIPQVFLSSNTYPEIHGFLHAKEQGKKSWKKA 

YFFLRRSGLYFSTKGTSKEPRHLQ 

F FS E FSTS N V YMS L AGKKKH GA PT P YG FCFK PTK 

AGGPRDLKMLCAEEDQSRMCWVTA 

IRLLKYGMQLYQNYMHPSQARSACSSQSVSPMRS 

VSENSLVAMDFSGQKTRVIDNPTE 

ALSVAVEEGLAWRKKGCLRLGNHGSPTAPSQSSA 

VNMALHRSQPWFHHRISRDEAQQL 

ITRQGPVDGVFLVRDSQSNPRTFVLSMSHGQKIK 

HFQIIPVEDDGEVFHTLDDGHTKF 

TDLIQLVEFYQLNKGVLPCKLKHYCARMAV" 



SEQUENCE (SEQ) : 

1 gctggacccc 
61 cctacgatca 
121 caggactccc 
181 gacccggctc 
241 ggtgccatgg 
301 aaccccttcc 
361 cccagatcaa 
421 agagcgttag 
481 aagaaccact 
541 gtagaaagga 
601 gaagaagata 
661 ccaatgtatt 
721 tcccttacac 
781 ttcctgcatg 
841 agatctggtt 
901 ttcagtgaat 
961 gcgccgactc 
1021 aaaatgctgt 
1081 ctcaagtatg 
1141 tgcagttctc 
1201 gacttctcag 
1261 gttgaggaag 
1321 cccactgcgc 
1381 tttcaccaca 



agcctttctt 
tgaccacgtc 
cgctggcagt 
aggtccccgg 
acaggagaaa 
ctgagctctg 
attcaaggaa 
aggtgcccag 
atgtcgacga 
cagtggagga 
ataagctgta 
tctttccaga 
agatcccgca 
caaaggaaca 
tatatttttc 
tcagcactag 
cctatggatt 
gtgcagaaga 
gcatgcagct 
agagcgtatc 
gtcagaagac 
gactcgcttg 
cctctcagag 
gaatttctag 



cgctttcgcc 
cctgcaagat 
gcaggtgtgc 
actgcacgcg 
agcgaaagat 
ctgttctcca 
gaaacaggtg 
tgacgtcaca 
caatagctgg 
ccatgagctg 
tcttagaaag 
gcacatggtg 
ggtgttttta 
ggggaagaag 
tactaaaggc 
taatgtttac 
ctgctttaag 
agaccaaagc 
ctaccagaat 
acccatgaga 
cagagtcata 
gaggaaaaaa 
ctctgctgtg 
agatgaagct 



tcgcggtcga 
gggcagagcg 
cgcgttgccc 
ctgtccccgg 
ctggaagttc 
cttacatcgg 
attaaagttt 
gcccgtgatg 
accctttttg 
ctgactgaag 
aattatgcca 
tcttttgcaa 
agctcaaaca 
tcttggaaaa 
acatccaagg 
atgtcactgg 
cctaccaaag 
aggatgtgct 
tatatgcatc 
agcgtatcag 
gacaacccca 
ggatgtttac 
aacatggctc 
cagcagttga 



tgactcccta 
ccgcgggccg 
agggcaaggg 
cctcagatgc 
aggaaacgcc 
tgctgtcagc 
acagcgagga 
tctgccagct 
agcacctgtc 
tgctgtctca 
aatatgaatt 
ctgaaatgaa 
catatcctga 
aagcttactt 
aaccacggca 
caggcaaaaa 
caggagggcc 
gggtgaccgc 
catcccaagc 
agaattccct 
ctgaagccct 
gcctggggaa 
tccaccggtc 
ttacccggca 



gaccccctgg 

ggcgggcgcc 

agacgcccag 
gacccgccgc 
ttccattcct 
aggcctcttc 
tgagaccagc 
gttgatcctg 
tcacacaggc 
ttgggtgatg 
ttttaagaac 
cggtgacaga 
aatccatggc 
ttttctcaga 
cttgcagttt 
aaagcatgga 
ccgggacctg 
cattagattg 
tagaagcgcc 
agtagcaatg 
ttcggttgcc 
tcatgggagt 
ccagccatgg 
ggggcctgtg 



1441 gatggagttt tcttggtacg ggatagtcag agtaacccca gaacttttgt actgtcaatg 
1501 agtcacggac aaaagataaa acactttcaa attatacccg tggaagatga tggtgaggtg 
1561 ttccacaccc tggatgatgg ccatacgaag ttcacagatc tcatccagct cgtggagttc 
1621 taccagctca acaagggggt ccttccttgc aagctgaagc attactgtgc taggatggct 
1681 gtttagccaa actgtctgtg actcgttaaa ctatggaaga tggaggatgc aaagaagaat 
1741 gattagagag agagagagag agagagagag agagagagag agagagagag agagaggaga 
1801 tcacaaggct ggaaacaaat catggtgaaa agaagattca cctgtgggtt acaaaaaaat 
1861 aggtcacgta ttgcaaatta gtgaagactt ggattcgtat tactctcgtt actttaaatt 
1921 tattagttaa aattaaacct tattaaaaaa 
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LOCUS (LOC) : AI094433 
GenBank ACC. NO. (gbn) : AI094433 
GenBank VERSION (VER) : AI094433 



GenBank (R) 



CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL): 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE) : 
DEFINITION (DEF) : 



SOURCE: 
ORGANISM (ORGN) : 



1 Gl: 3433409 
392191-42-3 
420 

mRNA; linear 
Expressed sequence tag 
10 Nov 1998 

ou87b07.sl Soares_NSF_F8_9w_OT_PA_P_sl Homo sapiens 
cDNA clone IMAGE:1634773 3' similar to TR:Q14449 Q14449 

***GRB14*** . ;, mRNA sequence, 
human. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 
Hominidae; Homo 
115 a 75 c 67 g 163 t 



NUCLEIC ACID COUNT (NA) 
COMMENT: 

Contact: Robert Strausberg, Ph.D. 
Email : cgapbs-r@mail .nih.gov 

This clone is available royalty-free through LLNL ; contact the 

image consortium (info@image.llnl.gov) for further information. 

Insert Length: 796 Std Error: 0.00 

Seq primer: -40ml3 fwd. ET from Amersham 

High quality sequence stop: 277. 
REFERENCE: 1 (bases 1 to 420) 

author (AU) : NCI-CGAP http://www.ncbi.nlm.nih.gov/ncicgap. 

TITLE (Tl) : National Cancer Institute, cancer Genome Anatomy 

Project (CGAP), Tumor Gene index 
JOURNAL (SO): Unpublished (1997) 



FEATURES (FEAT): 

Feature Key Location 

source 1. .420 



Qual ifier 

/organism="Homo sapiens" 
/db-xref="taxon:9606" 
/clone= ,! IMAGE: 1634773" 
/clone-lib="Soares-NSF-F8-9w-OT-PA 
-P-Sl" 

/l ab-host="DHlOB" 
/note="organ: pooled; Vector: 
pT7T3D-Pac (Pharmacia) with a 
modified polyl inker; Site-1: Not 
I; Site-2: Eco RI; Equal amounts 
of plasmid DNA from five 
normalized libraries were mixed, 
and ss circles were made in vitro. 
Following HAP purification, this 
DNA was used as tracer in a 
subtractive hybridization 
reaction. The driver was 
PCR-amplified cDNAs from pools of 
5,000 clones made from the same 5 
libraries. The pools consisted of 
the following libraries and 
clonelDs: soares NbHSF pool 1: 
309384-310919, 323208-325895 
Soares Nb2HP pool 1: 
145032-147335, 147720-148103, 
148872-149255, 15002 - 150407, 
151176-152327 Soares Nb2HF8-9W 
pool 1: 758280-760583, 
772104-774407 Soares NbHPA pool 1: 
304776-306311, 320136-322823, 



326280-326663 Soares NbHOT pool 1: 

723720-726407, 739080-740999 
Subtraction by Bento soares and M. 
Fat i ma Bona! do." 



SEQUENCE (SEQ): 

1 cctaaggttt aattttaact aatgaatttt 
61 ttgcttattt gcaatgcaca aactattttt 
121 cacatgataa cgttttcgcc cttatttatg 
181 cttcaatagt ttaataagtc acttctggct 
241 tttcaacttg caaggaagaa cgcccttatt 
301 atctgtaaat cttgtgtggc catcatccag 
361 tggtataatt tgaaagtgct ttattttttg 



aaatgatgaa tgtaaagtca 
ttgtaacttg caggtgaaat 
gtcttttatt atttttcttg 
tgtctagaga gcaatcctag 
gagttgatag aactccacca 
tgtgtggaac atttcaccgt 
tccatgactc attgacagta 



atccaagtct 
acattctttt 
agtccttttc 
cacaataatg 
gctgtattag 
catcttctac 
cgaaagtttt 
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LOCUS (LOC): 
GenBank ACC. no. (gbn) 
GenBank version (ver) 
CAS REGISTRY no. (rn) 
SEQUENCE LENGTH (SQL) 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE): 
DEFINITION (DEF): 



GenBank (R) 



SOURCE: 

ORGANISM (ORGN) : 



AA917917 
AA917917 

AA917917.1 GI: 3057807 
206814-02-0 
497 

mRNA; linear 
Expressed sequence tag 
10 Jun 1998 

ol76g09.sl NCI_CGAP_Kid3 Homo sapiens cDNA clone 
IMAGE:1535584 3' similar to TR:Ql4449 Q14449 

***GRB14*** . ;, mRNA sequence, 
human. 

Homo sapiens 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhi 
Hominidae; Homo 
nucleic ACID COUNT (na) : 136 a 95 c 79 g 187 t 
COMMENT : 

Contact: Robert strausberg, Ph.D. 
Email : cgapbs-rOmail .nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D., Ph.D., Michael R. 
Emmert-Buck, M.D., Ph.D. 

cDNA Library Preparation: M. Bento Soares, Ph.D. 

cDNA Library Arrayed by: Greg Lennon, Ph.D. 

DNA Sequencing by: Washington University Genome Sequencing center 
Clone distribution: NCI-CGAP clone distribution information can be 
found through the I.M.A.G.E. consortium/LLNL at: 
www-bi o . 1 1 nl . gov/bbrp/i mage/i mage . html 
Insert Length: 664 std Error: 0.00 
Seq primer: -40ml3 fwd. ET from Amersham 
High quality sequence stop: 440. 
REFERENCE: 1 (bases 1 to 497) 

AUTHOR (AU) : NCI-CGAP http://www.ncbi.nlm.nih.gov/ncicgap. 

TITLE (TI): National Cancer institute, Cancer Genome Anatomy 

Project (CGAP), Tumor Gene Index 
JOURNAL (so): Unpublished (1997) 



FEATURES (FEAT): 

Feature Key Location 

source 1. .497 



Qualifier 

/organism= M Homo sapiens" 
/db-xref ="taxon : 9606" 
/clone="lMAGE:1535584" 
/cl one-1 i b="NCI-CGAP-Ki d3" 
/lab-host="DHl0B" 
/note="Organ : kidney; Vector: 
pT7T3D-Pac (Pharmacia) with a 
modified polylinker; site-1: Not 
I; site-2: Eco Rl; 1st strand cDNA 
was primed with a Not I - 
oligo(dT) primer, double-stranded 
cDNA was li gated to Eco Rl 
adaptors (Pharmacia), digested 
with Not I and cloned into the Not 
I and Eco Rl sites of the 
modified pT7T3 vector. mRNA 
source: 2 pooled kidneys. Library 
went through one round of 
normalization. Library constructed 
by Bento Soares and M. Fatima 



Bona! do. 



SEQUENCE (SEQ): 

1 catttttttc 
61 tccaagtctt 
121 cattcttttc 
181 gtccttttcc 
241 acaataatgt 
301 ctgtattaga 
361 atcttctact 
421 gaaagttttg 
481 tgaataatca 



ctaaggttta attttaacta atgaatttta aatgatgaat 
tgcttatttg caatgcacaa actatttttt tgtaacttgc 
acatgataat gttttcgccc ttatttatgg tcttttatta 
ttcaatagtt taataagtca cttctggctt gtctagagag 
ttcaacttgc aaggaagaac gcccttattg agttgataga 
tctgtaaatc ttgtgtggcc atcatccagt gtgtggaaca 
ggtataattt gaaagtgctt tattttctgt ccatgactca 
gggttactct gactatcccg taccaagaaa actcatccac 
atcgctg 



gtaaagtcaa 
aggtgaaata 
tttttcttga 
caatcctagc 
actccaccag 
tttcaccgtc 
ttgacagtac 
aagtccttgc 
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LOCUS (LOC): 
GenBank ACC. NO 
GenBank VERSION 

CAS REGISTRY NO 
SEQUENCE LENGTH 
MOLECULE TYPE 
DIVISION CODE 
DATE (DATE): 
DEFINITION (DEF) : 



AA684351 
(GBN): AA684351 



GenBank (R) 



(VER) 

(RN) 
(SQL) 
(CI): 
(CI): 



SOURCE: 
ORGANISM (ORGN) 



AA684351.1 Gl:2670937 

200792-61-6 

503 

mRNA; linear 
Expressed sequence tag 
9 Dec 1997 

vm69d04.sl Knowles Solter mouse 2 cell Mus musculus 
cDNA clone IMAGE:1003495 5' similar to TR:Ql4449 Q14449 

***GRB14*** . ;, mRNA sequence, 
house mouse. 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Rodentia; 
Sciurognathi ; Muridae; Murinae; Mus 



NUCLEIC ACID COUNT (NA) : 127 a 121 c 135 g 120 t 
COMMENT : 

contact: Marra M/Mouse EST Project 

WashU-HHMI Mouse EST Project 

Washington University School of MedicineP 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108 

Tel : 314 286 1800 

Fax: 314 286 1810 

Email: mouseest@watson.wustl.edu 

This clone is available royalty-free through LLNL ; contact the 
IMAGE Consortium (info@image.llnl.gov) for further information. 
MGI: 567711 

Possible reversed clone: similarity on wrong strand 
High quality sequence stop: 459. 



REFERENCE: 

AUTHOR (AU) ; 



TITLE (TI): 
JOURNAL (SO) 

FEATURES (FEAT) : 
Feature Key 



Allen,M. ; Bowles, M. 
Kucaba,T. ; Lacy,M. 



1 (bases 1 to 503) 
Marra, M. ; Hillier,L. 
Dubuque, T. ; Geisel ,S 
Martin,} . ; Morris, M. 
Tan,F.; Underwood, K. 
Lennon,G.; Soares,B., 
The WashU-HHMI Mouse EST Project 
Unpublished (1996) 



schellenberg,K. ; Steptoe,M 
Moore, B.; Tneising,B.; 
Wilson, R.; Waterston,R. 



Dietrich ,N. ; 
Le.M. 



Wylie,T. 



Location 



Qua! if ier 



source 



1. .503 



/organism="Mus musculus" 

/strain= n B6D2 Fl/J" 

/db-xref="taxon : 10090" 

/cl one=" IMAGE : 1003495" 

/clone-! ib-"Knowles Solter mouse 2 

cell" 

/tissue-type=" embryo" 
/dev-stage^^-ceir 1 
/lab-host="DHlOB" 
/note="orqan: embryo; Vector: 
pBluescribe (modified); site-1: 
Mlui; site-2: sail; cloned 
unidi recti onally from mRNA 
prepared from 13,500 2-cell stage 
embryos. Primer: sali(dT): 
5 ' -CGGTCGACCGTCGACCGTTTTTTTTTTTTTT 
T-3'. cDNAs were cloned into the 
Mlul/Sall sites of a modified 
pBluescribe vector using 



commercial linkers (NEB). Average 
insert size: 1.2 kb." 



SEQUENCE (SEQ) : 

1 ttccctagta 
61 agcgctttcg 
121 ggggaatcac 
181 tcggtcccaa 
241 tcggcagggg 
301 ttttgtactg 
361 agatgatggt 
421 ccagctggtg 
481 ctgtgctagg 



gcaatggact 
gttgctgttg 
ggaagcccca 
ccatggtttc 
cctgtggatg 
tcaatgagtc 
gagctgttcc 
gagttctacc 
atggctgttt 



tctcaggtga 
aggaaggcct 
gtgccccctc 
accacagaat 
gagttttctt 
atggacaaaa 
atactctgga 
agctcaacag 
age 



gaagagcaga 
cgcgtggagg 
ccagagctct 
ttccagagat 
ggtaegggat 
gataaaacac 
tgatggccat 
gggggtcctt 



gtcatagaca 
aaaaaaggct 
gctgtgaaca 
gaggctcagc 
agtcagagta 
tatcaaatta 
acgaagttca 
ccttgcaagc 



accccactga 
gtttacgect 
tggctctcca 
ggctgatcat 
accccagaac 
taccegtaga 
cagacctcat 
tgaagcatta 
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LOCUS (LOC): 

GenBank acc. no. (gbn) : 
GenBank VERSION (ver) : 
CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL) : 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI): 
DATE (DATE): 
DEFINITION (DEF) : 

SOURCE: 
ORGANISM (ORGN) : 



NUCLEIC ACID COUNT (NA) 
REFERENCE: 

AUTHOR (AU): 



GENBANK . RTM . COPYRIGHT 2004 on STN 



TITLE (TI): 



JOURNAL (SO) 
REFERENCE: 

AUTHOR (AU): 

TITLE (TI): 
JOURNAL (SO) 



HSU69276 GenBank (R) 
U69276 

U69276.1 Gl: 1546834 

181109-72-8 

2504 

mRNA; linear 
Primates 
17 Sep 1996 

Human hGrblRbeta/hGrblO (GRBlRbeta/ GRB10) mRNA, 
complete cds. 
human . 

Homo sapiens 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; 
Hominidae; Homo 

: 639 a 652 c 654 g 555 t 4 others 

1 (bases 1 to 2504) 

Frantz.J .D. ; Giorgetti-Peraldi ,S . ; ottinger.E.A. ; 
shoelson,S.E. 

Human GrblRbeta/GrblO : Splice Variants of an Insulin 
and Growth Factor Receptor-Binding Protein with PH and 
SH2 Domains 
Unpublished 

2 (bases 1 to 2504) 

Frantz,J.D.; Giorgetti-Peraldi ,s. ; Ottinger ,E.A. ; 
shoel son , s . E . 
Direct submission 

Submitted (04-SEP-1996) Research Division, Joslin 
Diabetes Center, One Joslin Place, Boston, MA 02215, 
USA 



FEATURES (FEAT) : 

Feature Key Location 

source 1..2504 



Qualifier 



gene 
CDS 



1. .2504 
288. .1898 



/organism="Homo sapiens" 
/db-xref="taxon:9606" 
/tissue-type="cerebellum and 
skeletal muscle" 
/gene= n GRBIRbeta/GRBlO" 
/gene="GRBIRbeta/GRBlO" 
/note="signal transduction protein 
containing PH and SH2 domains and 
a potential SH3 domain interaction 
site; insulin receptor binding 
protein, binds the insulins, PDGF, 
and EGF receptors; splice variant 
of hGrblR; member of the 
Grb7/Grbl0/Grbl4 family" 
/codon-start=l 

/product="hGrblRbeta/hGrblO" 

/protei n-i d="AAB08431. 1" 

/db-xref="GI: 1546835" 

/transl ation="MNASLESLYSACSMQSDTVP 

LLQNGQHARSQPRASGPPRSIQPQ 

VSPRQRVQRSQPVHILAVRRLQEEDQQFRTSSLP 

AIPNPFPELCGPGSPPVLTPGSLP 

PSQAAAKQDVKVFS EDGTS KWEI LADMTARDLC 

QLLVYKSHCVDDNSWTLVEHHPHL 

GLERCLEDHELWQVESTMASESKFLFRKNYAKY 

EFFKNPMNFFPEQMVTWCQQSNGS 



QTQLLQNFLNSSSCPEIQGFLHVKELGKKSWKKL 

YVCLRRSGLYCSTKGTSKEPRHLQ 

L LADLEDSNI FS LIAGRKQYNAPTDHGLCIKPNK 

VRNETKELRLLCAEDEQTRTCWMT 

AFRLLKYEMLLYQNYRIPQQRKALLSPFSTPVRS 

VS EN S LVAMDFSGQTGRVI EN PAE 

AQS AAL E EGHAWRK R STRMN I LGSQS P LH PST LS 

TVIHRTQHWFHGRFSREESHRIIK 

QQGLVDGLFLLRDSQSNPKAFVLTLCHHQKIKNF 

QILPCEDDGQTFFSLDDGNTKFSD 

LIQLVDFYQLNKGVLPCKLKHHCIRVAL" 



SEQUENCE (SEQ) : 

1 ggcgcaactt 
61 ctgaccctgc 
121 cgtgaagcac 
181 cacctcgcag 
241 cgaatcacca 
301 tggagagcct 
361 gccagcatgc 
421 tgtccccgag 
481 ttcaggagga 
541 ctgaactctg 
601 aggccgccgc 
661 agattctagc 
721 gtgtggatga 
781 gcttggaaga 
841 ttctattcag 
901 cagaacagat 
961 attttctgaa 
1021 gaaagaaatc 
1081 ccaagggaac 
1141 acatcttctc 
1201 gcataaagcc 
1261 acgagcaaac 
1321 tttaccagaa 
1381 cagtgcgcag 
1441 gcgtgataga 
1501 ggaagcgaag 
1561 taagtacagt 
1621 cccacaggat 
1681 agagtaatcc 
1741 agatcttacc 
1801 aattctctga 
1861 gcaaactcaa 
1921 agactggagg 
1981 atcgattctg 
2041 attgactagt 
2101 ccctctgcgt 
2161 ctggaatgat 
2221 aatgaactct 
2281 attgatcact 
2341 gggggatgtg 
2401 aactgaatat 
2461 cggtgtngga 



tggctcccag 
tggagtctgt 
agcgttgacc 
tcaacaagac 
ggaggatgat 
gtactcggcc 
ccgcagccag 
gcagagggtg 
agaccagcag 
tggccctggg 
aaagcaggat 
agacatgaca 
caacagctgg 
ccatgagctg 
gaagaattac 
ggttacttgg 
ctccagtagt 
atggaaaaag 
ttcaaaggaa 
cctgatcgct 
aaacaaagtc 
caggacgtgc 
ttaccgaatc 
tgtctccgag 
gaatccggcg 
cacacggatg 
gattcacagg 
cattaaacag 
aaaggcattt 
ttgcgaggac 
cctgatccag 
gcaccactgc 
aagtgaacac 
cacctgggga 
ttgttggact 
cggncaaatt 
catcttggct 
tgccctggaa 
tttttggact 
gcgtttcaac 
gggtccccaa 
ttcagctccc 



ggaacaaaca 
cccctgggct 
agacctaagc 
ccggcaggac 
gtggacctgg 
tgcagcatgc 
cctcgggctt 
cagcgctccc 
tttagaacct 
agcccccctg 
gttaaagtct 
gccagagacc 
acactagtgg 
gtggtccagg 
gcaaaatacg 
tgccagcagt 
tgtcctgaaa 
ctgtatgtgt 
cccagacacc 
ggcaggaagc 
aggaatgaaa 
tggatgacag 
cctcagcaga 
aactccctcg 
gaggcccaga 
aacatcctag 
acacagcact 
caagggctcg 
gtactcacac 
gacgggcaga 
ctggttgact 
atccgagtgg 
tggagtgaag 
cccagagcga 
taaacgacga 

ggggagggca 

tgggccgctt 
taatcttgac 
ccttctttgt 
tcatataata 
atgttcccag 
aaatgacaaa 



tcctccttct 
accctctgct 
ctgtttgctc 
caggactccc 
aagccctggt 
agtcagacac 
caggccctcc 
agcctgtgca 
catctctgcc 
tgctcacgcc 
ttagtgaaga 
tgtgccaatt 
agcaccaccc 
tggagagtac 
agttctttaa 
caaatggcag 
ttcaagggtt 
gtttgcggag 
tgcagctgct 
agtacaacgc 
ctaaagagct 
cgttcagact 
ggaaggcctt 
tggcaatgga 
gcgcagccct 
gtagccaaag 
ggtttcacgg 
tggatgggct 
tgtgtcatca 
cgttcttcag 
tttaccagct 
ccttatgacc 
aagcggtctg 
gatgggtttg 
tttgctgctg 
tggaagatcc 
aggaacaaga 
aattaaaact 
tttcaatatt 
cagaaagagt 
agggtcctcc 
cccagncctt 



aagtggtaga 
tccccccatt 
ccaggacaag 
cgcacagtct 
gaacgatatg 
ggtgcccctc 
tcggtccatc 
catcctcgct 
ggccatcccc 
gggttcttta 
tgggacaagc 
gctggtttac 
gcacctagga 
catggccagt 
aaatcccatg 
tcaaacccag 
tttgcatgtg 
atctggcctt 
ggccgacctg 
ccctacagac 
gaggttgctc 
cctcaagtat 
gctgtccccg 
tttttctggg 
ggaggagggc 
tcccctccac 
gaggttctcc 
ttttctcctc 
ccagaaaatt 
cctagatgac 
gaacaaagga 
gcagatgtcc 
tgcgttggtg 
ttcggtgcca 
tgaacccagc 
agcggaaagt 
accggagaga 
gatatgttta 
gtattcagcc 
tttggaatgg 
acaacctctg 
ccca 



tgtgggtgag 
gtgagtggtc 
gtggagcaga 
gaccgacttg 
aatgcatccc 
ctgcagaatg 
cagccacagg 
gtcaggcgcc 
aatccttttc 
cctccgagcc 
aaagtggtgg 
aaaagtcact 
ttagagaggt 
gagagtaaat 
aatttcttcc 
cttttgcaga 
aaagagctgg 
tattgctcca 
gaggacagca 
cacgggctct 
tgtgcagagg 
gaaatgctcc 
ttctcgacgc 
caaacaggac 
cacgcctgga 
ccttctaccc 
agggaggaat 
cgtgacagcc 
aaaaatttcc 
gggaacacca 
gtcctgcctt 
tctcggctga 
aagaacacac 
gcctaccaag 
agggtcgcct 
tgaaaataaa 
agtgattgga 
ctttttttgt 
tattgtagga 
gcagatttca 
ncgactacca 
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LOCUS (LOC): 

GenBank ACC. NO. (gbn) : 

GenBank version (ver) : 

CAS REGISTRY NO. (RN) : 
SEQUENCE LENGTH (SQL): 
MOLECULE TYPE (CI) : 
DIVISION CODE (CI) : 
DATE (DATE): 
DEFINITION (DEF): 
SOURCE: 
ORGANISM (ORGN) : 



NUCLEIC ACID COUNT (NA) 

reference: 
author (au) : 

TITLE (TI): 



HUMGRB14R GenBank (R) 

L76687 

L76687.1 Gl: 1369836 

391791-70-1 

2376 

mRNA; linear 
Primates 
6 May 1998 

Homo sapiens ***Grbl4*** mRNA, complete cds. 
human. 

Homo sapiens 

Eukaryota; Metazoa; chordata; Craniata; Vertebrata; 
Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhi 
Hominidae; Homo 

631 a 652 c 583 g 510 t 
1 (bases 1 to 2376) 

Daly, R. J.; Sanderson ,G.M. ; Janes, P. w. ; Sutherland , R. 
Cloning and characterization of ***grb14*** , a 



novel member of the GRB7 gene family 
JOURNAL (SO): J. Biol. Chem., 271 (21), 12502-12510 (1996) 

OTHER SOURCE (OS) : CA 125:27254 



FEATURES (FEAT) : 

Feature Key Location 



source 1..2376 

mRNA 1..2376 

gene 1..2376 

5 1 UTR 1..540 

CDS 541. .2163 



3' UTR 2164. .2376 



Qualifier 



/organism= n Homo sapiens" 

/db-xref="taxon : 9606" 

/gene="Grbl4" 

/gene="Grbl4" 

/gene="Grbl4 n 

/gene="Grbl4" 

/codon-start=l 

/protein-id="AACl5861.1" 

/db-xref="Gl: 1369837" 

/ 1 r an s 1 at i o n = " MTTS LQDGQS AAS R AAARDS 

P L AAQVCGAAQG RGDAH D L A PA PW 

LHARALLPLPDGTRGCAADRRKKKDLDVPEMPSI 

PN P FPE LCCS PITS VLS AD L F PKA 

NSRKKQVIKVYSEDETSRALDVPSDITARDVCQL 

LILKNHYIDDHSWTLFEHLPHIGV 

ERTIEDHELVIEVLSNWGIEEENKLYFRKNYAKY 

EFFKNPMYFFPEHMVS FATETNGE 

ISPTQILQMFLSSSTYPEIHGFLHAKEQGKKSWK 

KIYFFLRRSGLYFSTKGTSKEPRH 

LQFFSEFGNSDIYVSLAGKKKHGAPTNYGFCFKP 

NKAGGPRDLKMLCAEEEQSRTCWV 

TAIRLLKYGMQLYQNYMHPYQGRSGCSSQSISPM 

RSISENSLVAMDFSGQKSRVIENP 

TEALSVAVEEGLAWRKKGCLRLGTHGS PTASSQS 

SATNMAIHRSQPWFHHKISRDEAQ 

RLIIQQGLVDGVFLVRDSQSNPKTFVLSMSHGQK 

IKHFQIIPVEDDGEMFHTLDDGHT 

RFTDLIQLVEFYQLNKGVLPCKLKHYCARIAL" 

/gene="Grbl4" 



SEQUENCE (SEQ) : 

1 cggatgaggg tcagggctgc gcggacccct atcccgcctg cgtcctcccg gcaagcccag 
61 cgggagcgcc cgctcggctg ggtccccgcc tccagcgcgc cggggccgcc cagaccctgg 
121 gctcagcctc gcgccccggt gcccacctga ggaggcggcg gtcccggcct cgcgtcccgg 
181 atgggacggc gcgggagcaa tgccagtggc cccgagcgcc ccgggccacg cgcggggccg 
241 gccagccgct ctcgcgccct ccccgccccc tccgcgcctt gcctcgccgc ccgcgcgccc 
301 cacccaccgg ccgctcctcc cctctcccca ccctcctcct ccgccccctc ccctcccccg 
361 ccgcctcgca gatagctcgg ccgcgcgtct cagccgccgg ggccccgagc gcaggcggcg 
421 aggccaccac acctgcagag cgctcgggct gcctaggcgg cacctcgcct cccgccgcgc 
481 aaaccccttc tccccacgcg ccgagtctcc catgacgccc gagccccccg gccggcgaca 
541 atgaccactt ccctgcaaga tgggcagagc gccgcgagca gggcggctgc ccgggattcg 
601 ccgctggccg cccaggtgtg tggcgctgcc caggggaggg gcgacgccca cgacctggcg 
661 ccggccccct ggctgcacgc gcgagcgctc ctgccccttc cggacgggac ccgcggctgt 
721 gctgcagaca ggagaaaaaa gaaagatctt gatgttccgg aaatgccatc tattccaaac 
781 ccttttcctg agctatgctg ttctccaatt acatctgtgt tgtcagcaga cctatttccc 
841 aaagcaaatt caaggaaaaa acaggtgatt aaagtataca gtgaagatga aaccagcagg 
901 gctttagatg tacccagtga cataacggct cgagatgttt gtcagctgtt gatcctgaag 
961 aatcattaca ttgatgacca cagctggacc ctttttgagc acctgcctca cataggtgta 
1021 gaaagaacaa tagaagacca cgaactggtg attgaagtgc tatccaactg ggggatagaa 
1081 gaagaaaaca aactatactt tagaaaaaat tatgccaaat atgagttctt taaaaaccca 
1141 atgtattttt ttccagagca tatggtatct tttgcaactg aaaccaatgg tgaaatatcc 
1201 cccacacaga ttttgcagat gtttctgagt tcaagcacat atcctgaaat tcatggtttc 
1261 ttacatgcga aagaacaggg aaagaagtct tggaaaaaaa tttacttttt tctaagaaga 
1321 tctggtttat atttttctac taaaggaaca tcaaaggaac cgcggcattt gcagtttttc 
1381 agcgaatttg gcaatagtga tatttatgtg tcactggcag gcaaaaaaaa acatggagca 
1441 ccgactaact atggattctg ctttaagcct aacaaagcgg gagggccccg agacctgaaa 
1501 atgctctgtg cagaagaaga gcagagtagg acgtgctggg tgaccgcgat tagattgctt 
1561 aagtatggca tgcagctgta ccagaattat atgcatccat atcaaggtag aagtggctgc 
1621 agttcacaga gcatatcacc tatgagaagt atatcagaga attccctggt agcaatggac 
1681 ttctcaggcc agaaaagcag agttatagaa aatcccactg aagccctttc agttgcggtt 
1741 gaagaaggac tcgcttggag gaaaaaagga tgtttacgcc tgggcactca cggtagcccc 
1801 actgcctctt cacagagctc tgccacaaac atggctatcc accggtccca gccatggttt 
1861 caccacaaaa tttctagaga tgaggctcag cgattgatta ttcagcaagg acttgtggat 
1921 ggagttttct tggtacggga tagtcagagt aaccccaaaa ctttcgtact gtcaatgagt 
1981 catggacaaa aaataaagca ctttcaaatt ataccagtag aagatgacgg tgaaatgttc 
2041 cacacactgg atgatggcca cacaagattt acagatctaa tacagctggt ggagttctat 
2101 caactcaata agggcgttct tccttgcaag ttgaaacatt attgtgctag gattgctctc 
2161 tagacaagcc agaagtgact tattaaacta ttgaaggaaa aggactcaag aaaaataata 
2221 aaagaccata aataagggcg aaaacattat catgtgaaaa gaatgtattt cacctgcaag 



2281 ttacaaaaaa atagtttgtg cattgcaaat aagcaaagac ttggattgac tttacattca 
2341 tcatttaaaa ttcattagtt aaaattaaac cttagg 
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